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1| 1,5-Anhydroglucitol Serum 303 D3030003 185.14 16,220
2| 17a-OH progesterone Serum F371F D3711017 162.88 14,270
3] 17-Ketosteroid Urine,24hrs 3507} D3501043 49.74 4,360
4] 17-OHCS Urine,24hrs 3507} D3501053 49.74 4,360
5| 1a,25(0OH)2 Vit.D Serum L490Lt D4902017 118.49 10,380
6] 25-(OH) Vit.D3 (RIA) Serum LF490LtF D4903067 168.63 14,770
7] 25-(OH) Vitamin D Serum L490Lt D4902023 116.21 10,180
8| 25-OH Vitamin D (HPLC-MS/MS) Serum L490C} D490408C 544.26 47,680
9 5-HIAA H& (RU) Urine,rando 3512} D351401C 447.20 39,170
10| 5-HIAA B2 (24h V) Urine,24hrs 3512} D351401C 447.20 39,170
1] 5-HIAA &g (RU) Urine,rando 3517} D3511013 17.37 1,520
12| 5-HIAAZZ(P) Plasma(EDTA 3512} D351401C 447.20 39,170
13] A&B Influenza Ag Other D655106Cetc 320.55 28,080
14| al-antitrypsin Serum 470 D4700023 79.73 6,980
15| al-antitrypsin (IHC) Tissue L5677t C567300F 670.17 58,710
16| al-antitrypsin clearance Serum D4700023etc 159.36 13,960
17| al-antitrypsin/stool Stool F470 D4700023 79.73 6,980
18| Ab elution test EDTA W/B 160 D160000C 78.22 6,850
19| Ab identification Serum F156Lt D156200C 250.57 21,950
20| Ab screening test Serum +1567t D156100C 135.51 11,870
21| ABCC8 gene mutation EDTA W/B Lt580LCH4) C580925C 7,255.90 635,620
22| ACADM genemutation EDTA W/B L}580LCH3) C580835C 4,637.14 406,210
23] ACADS gene mutation EDTA W/B Lt580CH2) C580736C 3,166.78 277,410
24| ACE Serum F252 D2520003 168.74 14,780
25| Acetaminophen Serum +5327H2) D5323013 136.35 11,940
26| Achondroplasia,FGFR3 full sequencing EDTA W/B L+580CH3) C580843C 4,637.14 406,210
27| Achondroplasia,FGFR3 major mutation EDTA W/B L+580Ck(1) C580618C 1,992.83 174,570
28| Achondroplasia,FGFR3 major mutation Amniotic L+580Ck(1) C580618C 1,992.83 174,570
29| Ach-r-binding Ab Serum F808F D8081007 117.75 10,310
30| Acid phosphatase SET AA| D2290003etc 17.35 1,520
31] Acid-a glucosidase Heparin W/B £5177kH(1) D517108C 656.20 57,480
32| ACP total Serum 229 D2290003 17.30 1,520
33] ACTH Plasma(EDTA 343 D3430003 166.10 14,550
34] Activated protein C resistance Plasma(Citrat =103 D1030033 153.85 13,480
35| ACVR1 gene mutation EDTA W/B Lt580LCH?2) C580701C 3,166.78 277,410
36] ACVRL1 gene mutation EDTA W/B Lt580LCH?2) C580702C 3,166.78 277,410
37| Acylcarnitine &2 Plasma(EDTA +520 D520000C 1,160.10 101,620
38| ADA CSF 253 D2530003 129.16 11,310
39| Adalimumab & Serum 532L42) D5333523 188.13 16,480
401 ADAMTS 13 activity Plasma(Citrat F133Lt D133200C 738.79 64,720
411 ADAMTS 13 activity (ELISA) Plasma(Citrat 1337t D133100C 1,464.50 128,290
42| Adenovirus Ag Stool 6547} D654101C 160.26 14,040
43| Adenovirus IgG Serum L654LF(1) D654201C 199.61 17,490
441 Adenovirus IgM Serum L654L+(2) D654301C 179.14 15,690
45| Adenovirus rapid culture Other =6527t D652100C 578.61 50,690
46| AFB culture(ZLAf| + 2K SET ZAH| D6011003etc 416.21 36,460
47| AFB culture(LH|H{ X]) £6017H(1) D6011003 175.55 15,380
48| AFB stain(Z it &) L600C} D6003003 96.93 8,490
49| AFB susceptibility Media(HH & F601LH1)(7h D6013003 477.81 41,860
50| AFP Serum F421Lt D2420023 92.31 8,090
51] AFP (IHQC) Tissue L5677t C567300F 670.17 58,710
52| AFP-L3(%) Serum F421-17¢ D4111003 194.43 17,030
53| AGL gene, mutation EDTA W/B Lt580LCH4) C580901C 7,255.90 635,620
54| AIS,AR gene mutation EDTA W/B Lt580LCH3) C580837C 4,637.14 406,210
55| Albumin Serum 1887} D1880003 17.23 1,510
56| Alcohol Serum 5327H2) D5323183 136.35 11,940
57| Alcohol EDTA W/B 5327H2) D5323183 136.35 11,940
58| ALD,ABCD 1 gene EDTA W/B Lt580Ck3) C580801C 4,637.14 406,210
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59| Aldolase Serum +2517t D2510083 30.77 2,700
60| Aldosterone Serum F350LtF D3503037 153.54 13,450
61| Aldosterone (24h U) Urine,24hrs F350LtF D3503037 153.54 13,450
62| Aldosterone (LC-MS/MS) Serum +350Ct D350408C 361.21 31,640
63| Aldosterone (LC-MS/MS) Plasma(EDTA 350Ct D350408C 361.21 31,640
64| Aldosterone (RU) Urine,rando F350LtF D3503037 153.54 13,450
65| Alk.phosphatase Serum +1877t D1870003 16.28 1,430
66| ALP isoenzyme Serum F254Lt D254201C 177.13 15,520
67| ALP isoenzyme(Fluid) Fluid F254Lt D254201C 177.13 15,520
68| Alpha-galactosidase Heparin W/B F5177H1) D517107C 656.20 57,480
69| ALT Serum +1857t D1850003 20.20 1,770
70| Aluminium (24h U) Urine,24hr 550LH(1) D5511023 325.17 28,480
71]  Aluminium (S) Serum(Z& 550LH(1) D5511023 325.17 28,480
72| Aluminium (W/B) EDTA 550LH(1) D5511023 325.17 28,480
73] Amikacin (Peak) Serum F532Lt(2) D5333023 188.13 16,480
74| Amikacin (Trough) Serum F532Lt(2) D5333023 188.13 16,480
75| Amiodarone Serum +532CH4) D534904C 571.84 50,090
76| Amitriptyline & Nortriptyline Serum +532CH4) D534905C 571.84 50,090
771 Ammonia Plasma(EDTA 192 D1920003 47.28 4,140
78] Amoeba Stool F640At D6407003 41.76 3,660
79| Amylase Serum 3807t D3800023 30.27 2,650
80| Amylase (24h U) Urine,24hr 3807t D3800023 30.27 2,650
81| Amylase (Fluid) Fluid 3807t D3800023 30.27 2,650
82| Amylase (RU) Urine,rando +3807t D3800023 30.27 2,650
83| Amylase isoenzyme (24h U) Urine,24hr =382 D382000C 163.89 14,360
84| Amylase isoenzyme (Fluid) Fluid 382 D382000C 163.89 14,360
85| Amylase isoenzyme (RU) Urine,rando =382 D382000C 163.89 14,360
86| Amylase isoenzyme (Serum) Serum 382 D382000C 163.89 14,360
87| ANA BE Serum F784Lt(2) D784300C 302.01 26,460
88| ANA EH Serum F784LH(1) D784200C 171.18 15,000
89| Anaerobic culture Abscess +581Lt D5820003 171.31 15,010
90| ANCA EZ 2E5(MPO+PR3) Serum D795104Cetc 349.54 30,620
91| ANCA EZ(FA) Serum F7947H2) D794200C 306.15 26,820
92| ANCA E'd(IFA) Serum F7947H(1) D794100C 133.27 11,670
93] ANCA(Quan) SET &A| D795104Cetc 349.54 30,620
94| Androgen insensitivity syndrome,AR sequencing EDTA W/B Lt580CH3) C580837C 4,637.14 406,210
95| anti-Mullerian hormone (AMH) Serum +373 D3730003 531.93 46,600
96| Anti-neutrophil Ab,IFA EDTA W/B F793Ct D7933003 87.28 7,650
97| Anti-PLA2R IgG Serum 811 D8110003 307.81 26,960
98| Antithrombin IlI Plasma(Citrat F1127t D1121003 65.01 5,690
99| anti-Xa LMWH test Plasma(Citrat 102 D1020023 143.57 12,580
100[ APOE genotyping EDTA W/B L}5807} C580001C 724.40 63,460
101] Apolipoprotein A-I Serum 263 D2630023 79.66 6,980
102| Apolipoprotein A-II Serum 263 D2630023 79.66 6,980
103] Apolipoprotein B Serum 263 D2630033 79.66 6,980
104] Apolipoprotein C-lI Serum 263 D2630043 79.66 6,980
105] Apolipoprotein C-llI Serum 263 D2630043 79.66 6,980
106| Apolipoprotein E Serum 263 D2630053 79.66 6,980
107] APT test(Fetal hemoglobin) Other +0327t D0321003 51.05 4,470
108 aPTT Plasma(Citrat 1002t D1004003 35.27 3,090
109 Aquaporin 4 1gG Ab E&F Serum +810Lt D810200C 1,058.05 92,690
110 Aquaporin 4 IgG Ab HM Serum +8107t D810100C 351.49 30,790
111| ARG1 gene mutation EDTA W/B LF580LCH(2) C580704C 3,166.78 277,410
112| Aripiprazole Serum 532CH4) D534907C 571.84 50,090
113|] ARR(Aldosterone / Renin) SET AA| D3503037etc 324.77 28,450
114 ARSA gene mutation(MLD) EDTA W/B LF580LCF(2) C580705C 3,166.78 277,410
115| Arsenic (24h U) Urine,24hr =550LF(1) D5511033 325.17 28,480
116| Arsenic (RU) Urine,rando =550LF(1) D5511033 325.17 28,480
117| Arsenic (W/B) EDTA 4+550L+(1) D5511033 325.17 28,480
118| Arsenic(SPC) EDTA W/B 4+550L+(1) D5511033 325.17 28,480
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119] Arylsulfatase A EDTA W/B F5177k(1) D517105C 656.20 57,480
120] Arylsulfatase B Heparin W/B F5177H(1) D517106C 656.20 57,480
121| ASCA (Anti Saccharomyces cerevisiae Ab) Serum D807001Cetc 336.07 29,440
122] ASCA IgA Serum +807 D807001C 168.06 14,720
123] ASCA IgG Serum +807 D807002C 168.06 14,720
124 ASO B& Serum -583LF D5833003 92.59 8,110
125 ASO HH Serum 5837} D5831003 25.45 2,230
126] Aspergillus Ab 1gG Serum F622Lt D622201C 168.06 14,720
127| Aspergillus & Serum F621Lt D621201C 241.98 21,200
128| Aspergillus & (BAL) Bronchoalve F621Lt D621201C 241.98 21,200
129] Aspirin (Salicylic acid) Serum +532742) D5323403 136.35 11,940
130] ASS gene mutation EDTA W/B L}580LCH3) C580803C 4,637.14 406,210
131] ASS1 gene, mutation (citrullinemia, type 1) EDTA W/B Lt580CH3) C580803C 4,637.14 406,210
132] AST Serum 1867} D1860003 20.69 1,810
133| Auto hemolysis test Heparin W/B 0547t D054102C 108.14 9,470
134] AVP gene mutation EDTA W/B Lt580CH1) C580615C 1,992.83 174,570
135] B cell Other 764 D764000C 486.76 42,640
136] B cell EDTA W/B L081L} D081200C 486.76 42,640
137] B cell profile EDTA W/B D081200Cetc009 1,914.61 167,720
138| B.cereus culture Stool +=5810k(2) D5854003 210.70 18,460
139| B.cereus culture Other +=5810k(2) D5854003 210.70 18,460
140] BAALC EDTA W/B Lt583LH(1) C583115C 1,352.44 118,470
141| Bacterial rDNA, Identification Other 5937t D593101C 1,893.23 165,850
142| Barbiturate Urine,rando =532Lk(1) D5331043 98.79 8,650
143] B-cell Marker(L26) (IHC) Tissue L5677t C567300F 670.17 58,710
144] Bcl6 (IHQ) Tissue L5677t C567300F 670.17 58,710
145| BCR/ABL major PCR &-d EDTA W/B Lt583LH(1) C583101C 1,352.44 118,470
146| BCR/ABL major PCR &-d B.M Lt583LH(1) C583101C 1,352.44 118,470
147| BCR/ABL minor PCR & EDTA W/B Lt583LH(1) C583102C 1,352.44 118,470
148| BCR/ABL minor PCR & B.M Lt583LH(1) C583102C 1,352.44 118,470
149| BCR/ABL rearrangement PCR & & (Major) EDTA W/B Lt583LH(1) C583116C 1,352.44 118,470
150| BCR/ABL rearrangement PCR 8 &(Major) B.M Lt583LH(1) C583116C 1,352.44 118,470
151| BCR/ABL rearrangement PCR & Z(Minor) B.M Lt583LF(1) C583116C 1,352.44 118,470
152| BCR/ABL rearrangement PCR & Z(Minor) EDTA W/B Lt583LH(1) C583116C 1,352.44 118,470
153| BCR/ABL rearrangement set(BM)S & SET AA| C583116Cetc 2,704.79 236,940
154 BCR/ABL rearrangement set(EDTA)H & SET AA| C583116Cetc 2,704.79 236,940
155] Bence Jones protein Urine,rando F4207t D1421003 18.39 1,610
156| Benzodiazepine Urine,rando +532Lk(1) D5331053 98.79 8,650
157| Beta-galactosidase Heparin W/B £5177kH(1) D517104C 656.20 57,480
158| Beta-Glucocerebrosidase Heparin W/B £5177kH(1) D517113C 656.20 57,480
159| Beta-Lipoprotein Serum 263 D2630013 79.66 6,980
160| Bile acid Serum 190 D1900003 163.44 14,320
161| Bile acid Bile 190 D1900003 163.44 14,320
162 Bilirubin capillary Capillary 1837t D1830003 13.86 1,210
163| Bilirubin direct Serum 1827t D1820003 13.08 1,150
164| Bilirubin total Serum 1837t D1830003 13.86 1,210
165| Biotinidase & & Plasma(EDTA F5177K(1) D517118C 656.20 57,480
166] BKV PCR (CSF) CSF 6587} D658102C 389.36 34,110
167| BKV PCR (P) Plasma(EDTA 6587} D658102C 389.36 34,110
168| BKV PCR (Paraffin block) Paraffin 6587} D658102C 389.36 34,110
169| BKV PCR (RU) Urine,rando 6587} D658102C 389.36 34,110
170| BKV Real-time PCR “J&(RU) Urine,rando L6580} D658501C 792.13 69,390
171] BKV Real-time PCR "3 &(CSF) CSF L6580} D658501C 792.13 69,390
172| BKV Real-time PCR "2 (EDTA P) Plasma(EDTA L6580} D658501C 792.13 69,390
173| Blood culture X+-53t Blood +5810H2)F2 D5856003 252.27 22,100
174] BNP Plasma(EDTA L4061t D4062023 524.10 45,910
175| Body fluid analysis Ascitic 0324t D032900C 81.23 7,120
176] Bone ALP Serum 500 D5000013 88.56 7,760
177|] Bone marrow examination B.M 0837} D0831003 614.34 53,820
178| Bordetella pertussis PCR Other +5917t D591101C 389.36 34,110
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179| Borrelia PCR EDTA W/B 5917} D591102C 389.36 34,110
180|] BRAF gene V600E mutation Paraffin Lt583LH(1) C583117C 1,352.44 118,470
181| BRAF gene V600E mutation Other Lt583LH(1) C583117C 1,352.44 118,470
182| BRAF gene V600E mutation(melanoma) Paraffin Lt583LF(1) C583117F 1,376.60 120,590
183| BRAF V600E(VET)(IHC) Tissue L5677t C567300F 670.17 58,710
184| BRCA Rt 7HEHAL Tissue Lt580CHs C580500C 1,992.83 174,570
185 BRCA Rt 7IEHAL EDTA W/B Lt580CHs €580500C 1,992.83 174,570
186 BRCA1 Tissue Lt580CH4) C580905C 7,255.90 635,620
187| BRCA1 EDTA W/B Lt580CH4) C580905C 7,255.90 635,620
188 BRCA2 EDTA W/B L}580LCH(5) C581001C 11,030.45 966,270
189 BRCA2 Tissue L}580LCH(5) C581001C 11,030.45 966,270
190| BRST2 (IHC) Tissue L5677t C567300F 670.17 58,710
191| BTK gene mutation EDTA W/B Lt580CH3) C580838C 4,637.14 406,210
192| BUN Serum 230 D2300003 16.65 1,460
193] BUN_Post Serum 230 D2300003 16.65 1,460
194| Cdifficile culture Stool 582 D5821073 380.91 33,370
195| C.difficile toxin A&B Stool -590C}F D5903003 105.29 9,220
196| C.difficile toxin A&B Real-time PCR SET AH| L591Lt D591205C 520.33 45,580
197] C.pneumoniae Ab IgG Serum +587Lt(2) D587301C 171.92 15,060
198] C.pneumoniae Ab IgM Serum +587Lt(3) D587401C 171.36 15,010
199| C.pneumoniae PCR Bronchoalve +5917}t D591103C 389.36 34,110
200] C.pneumoniae PCR Sputum 5917} D591103C 389.36 34,110
201| C.sinensis Ab(ZHS3)(S) Serum F641LH(1) D264202C 225.14 19,720
202 C.trachomatis Ab IgG Serum L587L+(2) D587303C 171.92 15,060
203| C.trachomatis Ab IgM Serum L587L+(3) D587403C 171.36 15,010
204] C1 Inactivator Serum 750 D7500003 234.84 20,570
205 C3 Serum F7477} D7471013 71.47 6,260
206] C4 Serum F7477} D7471023 71.47 6,260
207| C4-d(ZEHAFEEAHADEHAL Tissue(Slide) Lt564 C5640008 361.41 31,660
208| Ca.ionized Serum =281 D2810023 63.75 5,580
209] CA125 Serum 431 D4311003 160.71 14,080
210] CA125 (Other) Other 431 D4311003 160.71 14,080
211] CA15-3 Serum 434 D4340003 167.29 14,650
212 CA19-9 Serum 435 D4350003 170.46 14,930
213 CA72-4 Serum 436 D4360003 172.23 15,090
214 CACNATA gene mutation EDTA W/B L}580LCH(5) C581015C 11,030.45 966,270
215 CACNAT1S gene mutation EDTA W/B Lt580LCH1) C580602C 1,992.83 174,570
216 CADASIL(NOTCH3 gene mutation) EDTA W/B Lt580LCH3) C580862C 4,637.14 406,210
217| CADASIL(NOTCH3 gene mutation) B.M L}580LCH3) C580862C 4,637.14 406,210
218| CADASILZIEAAL 121) EDTA W/B Lt580CH C580500C 1,992.83 174,570
219] Cadmium (24h U) Urine,24hrs L550LF(1) D5511043 325.17 28,480
220] Cadmium (EDTA W/B) EDTA W/B L550LF(1) D5511043 325.17 28,480
221 Cadmium (Heparin W/B) Heparin W/B L550LF(1) D5511043 325.17 28,480
222] Cadmium (RU) Uring,rando L550LF(1) D5511043 325.17 28,480
223] Cadmium (W/B) EDTA L550LF(1) D5511043 325.17 28,480
224 CAH,CYP21A2 gene mutation EDTA W/B Lt580LCH?2) C580741C 3,166.78 277,410
225] Calcitonin Serum 424 D4240003 150.60 13,190
226| Calcium (24h U) Urine,24hrs 280 D2800053 17.95 1,570
227] Calcium (Ca) Serum 280 D2800053 17.95 1,570
228] Calcium (RU) Uring,rando 280 D2800053 17.95 1,570
229| Calcium (B25870) Serum(Z& 280 D2800053 17.95 1,570
230( Calprotectin Stool L013Lt D0133003 246.95 21,630
231 CALR gene mutation EDTA W/B L}583CH6) C583802C 2,980.79 261,120
232 CALR gene mutation B.M L}583CH6) (C583802C 2,980.79 261,120
233] Calretinin (IHC) Tissue L5677t C567300F 670.17 58,710
234 Campomelic dysplasia(SOX9) EDTA W/B Lt580LCH?2) C580756C 3,166.78 277,410
235 Campylobacter culture Stool 582 D582106C 418.25 36,640
236 Candida Ag Serum L-581Ck D5830023 93.69 8,210
237| Candida albicans PCR Urine,rando =6237t D623103C 389.36 34,110
238| Candida albicans PCR HPV/STD 6237} D623103C 389.36 34,110
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239]| Candida albicans PCR Prostate(™ +6237t D623103C 389.36 34,110
240| Carbamazepine Serum £532Lt(2) D5333083 188.13 16,480
241] Carboxy Hb (EDTA) EDTA W/B £530 D5300033 46.83 4,100
242| Carboxy Hb (Heparin) Heparin W/B £530 D5300033 46.83 4,100
243| Cardiolipin Ab IgA Serum +7887t(2) D7882013 188.48 16,510
244] Cardiolipin Ab IgG Serum +7887t(2) D7882023 188.48 16,510
245| Cardiolipin Ab IgM Serum +7887t(2) D7882033 188.48 16,510
246| Cardiolipin Ab, GMA SET A +7887t(2) D7882013etc 565.41 49,530
247| Carotene Serum 4907t D4901073 86.09 7,540
248| CBFB RQ PCR B.M L}583LE(1) C583118C 1,352.44 118,470
249| CBFB RQ PCR EDTA W/B L}583LE(1) C583118C 1,352.44 118,470
250| CBS gene mutation EDTA W/B L}580CH3) C580875C 4,637.14 406,210
251] <CD79 EDTA W/B £081Lt D081200C 486.76 42,640
252| CCHS, PHOX2B gene mutation EDTA W/B L}580CH(1) C580627C 1,992.83 174,570
253] CCP Ab IgG Serum +813 D8130003 187.97 16,470
254] CD 10 EDTA W/B £081Lt D081200C 486.76 42,640
255| CD 10 EDTA W/B +081Lt D081200C 486.76 42,640
256] CD 10 (IHC) Tissue L}5677} C567300F 670.17 58,710
257| CD 103 EDTA W/B +081Lt D081200C 486.76 42,640
258] CD 117 EDTA W/B +081Lt D081200C 486.76 42,640
259] CD 11c EDTA W/B +081Lt D081200C 486.76 42,640
260| CD 13 EDTA W/B +081Lt D081200C 486.76 42,640
261| CD 13 EDTA W/B +081Lt D081200C 486.76 42,640
262| CD 14 EDTA W/B +081Lt D081200C 486.76 42,640
263| CD 15 (IHQ) Tissue L}5677} C567300F 670.17 58,710
264] CD 19 EDTA W/B +081Lt D081200C 486.76 42,640
265 CD2 EDTA W/B +081Lt D081200C 486.76 42,640
266| CD 20 EDTA W/B +081Lt D081200C 486.76 42,640
267| CD 20 (IHQ) Tissue L}5677} C567300F 670.17 58,710
268| CD 23 (IHQ) Tissue L}5677} C567300F 670.17 58,710
269| CD 25 EDTA W/B +081Lt D081200C 486.76 42,640
270 CD 3 EDTA W/B L081Lt D081200C 486.76 42,640
271 CD3 EDTA W/B L081Lt D081200C 486.76 42,640
272] CD3 Other +764 D764000C 486.76 42,640
273| CD 3 (IHQ) Tissue L}5677} C567300F 670.17 58,710
274] CD 3(count+%)Blood D081200Cetc005 486.76 42,640
275| CD 3(count+%)Other +764 D764000C 486.76 42,640
276 CD 30(Ki-1) (IHC) Tissue L}5677} C567300F 670.17 58,710
277| CD 33 EDTA W/B L081Lt D081200C 486.76 42,640
278| CD 33 EDTA W/B L081Lt D081200C 486.76 42,640
279] CD 34 EDTA W/B L081Lt D081200C 486.76 42,640
280| CD 34 (IHQ) Tissue L}5677} C567300F 670.17 58,710
281 CD4 EDTA W/B L081Lt D081200C 486.76 42,640
282 CD4 Other +764 D764000C 486.76 42,640
283| CD 4(count+%)Blood SET ZH| D081200Cetc005 486.76 42,640
284] CD 4(count+%)Other SET ZH| +764 D764000C 486.76 42,640
285| CD 4,8(%) Blood SET AHA| L081Lt D081200Cetc13 963.47 84,400
286] CD 42b EDTA W/B L081Lt D081200C 486.76 42,640
287] CD5 EDTA W/B L081Lt D081200C 486.76 42,640
288| CD 5 (IHQ) Tissue L}5677} C567300F 670.17 58,710
289| CD 56 EDTA W/B L081Lt D081200C 486.76 42,640
290| CD 56,Natural Killer Cell (IHC) Tissue L}5677} C567300F 670.17 58,710
291| CD 57 EDTA W/B L081Lt D081200C 486.76 42,640
292| CD 57 B.M L081Lt D081200C 486.76 42,640
293| CD 64 EDTA W/B +081Lt D081200C 486.76 42,640
294| CD 68 (IHC) Tissue L}5677} C567300F 670.17 58,710
295] CD7 EDTA W/B L081Lt D081200C 486.76 42,640
296] CD8 EDTA W/B L081Lt D081200C 486.76 42,640
297] CD8 Other +764 D764000C 486.76 42,640
298| CD 8(count+%)Blood SET ZAH| D081200Cetc005 476.71 41,760
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299 CD 8(count+%)Other SET AH| 764 D764000C 486.76 42,640
300] CD 99(MIC-2,EWING'S,SARCOMA)(IHC) Tissue L5677t C567300F 670.17 58,710
301] CD138 (IHC) Tissue L5677t C567300F 670.17 58,710
302| CD34 (Immunostain) Slide L5677t C567300C 658.41 57,680
303| CD34+CD61(Immunostain) SET AH| L5677t C567300Cetc001 1,316.89 115,360
304| CD61 (Immunostain) Slide L5677t C567300C 658.41 57,680
305| CEA Serum 429 D4290003 133.83 11,720
306| CEA (IHC) Tissue L5677t C567300F 670.17 58,710
307| CEBPA gene mutation EDTA W/B L}583CH5) C583701C 2,378.97 208,400
308| CEBPA gene mutation B.M L}583CH5) C583701C 2,378.97 208,400
309| Cell block & A2h M YM ZH2|ZH A ol M|l Lt562(2)2] C5625008etc 566.32 49,610
310| Cell block & U4 SQAMZHE|HA Thyroid L}562F1 2| C5620008etc002 504.91 44,230
311 Cell block & X| M| ZH2|HA Ascitic fluid LI562F1 2| C5620008etc 237.88 20,839
312| Cell count Ascitic fluid LF032A} D0327003 57.13 5,000
313] Cell culture Amniotic 086 D0861013 471.19 41,280
314| Centromere Ab Serum L-785Lt D785209C 335.78 29,410
315] C-erbB2(HER2) (IHC) Tissue L5677t C567300F 670.17 58,710
316] Ceruloplasmin Serum 470 D4700013 79.73 6,980
317] CFH gene mutation EDTA W/B Lt580LCH4) C580906C 7,255.90 635,620
318 CFTR gene mutation EDTA W/B Lt580LCH4) C580907C 7,255.90 635,620
319] CH50 Serum 740 D7400003 126.11 11,050
3201 CHD7 gene mutation EDTA W/B Lt580LCH(5) C581002C 11,030.45 966,270
321| Chlamydia culture Other 582 D582101C 418.25 36,640
322| Chlamydia trachomatis PCR HPV/STD 5917} D591104C 389.36 34,110
323| Chlamydia trachomatis PCR Prostate(%™ +5917t D591104C 389.36 34,110
324| Chloride (24h U) Urine,24hr 280 D2800033 17.95 1,570
325] Chloride (Cl) Serum 280 D2800033 17.95 1,570
326] Chloride (CSF) CSF 280 D2800033 17.95 1,570
327| Chloride (RU) Urine,rando 280 D2800033 17.95 1,570
328| Cholesterol,total Serum £2617H(1) D2611003 17.10 1,500
329| Cholesterol,total Serum £2617H(1) D2611003 17.10 1,500
330|] Cholesterol,total(F) Fluid £2617H1) D2611003 17.10 1,500
331| Cholesterol total(20} Serum £2617H(1) D2611003 17.10 1,500
332| Cholinesterase(CHE) Serum +2517t D2510093 30.77 2,700
333] Cholinesterase(RBC) EDTA W/B 2517t D2510093 30.77 2,700
334] Chromium (24h U) Urine,24hr L550LF(1) D5511063 325.17 28,480
335 Chromium (Heparin W/B) Heparin W/B L550LF(1) D5511063 325.17 28,480
336] Chromium (RU) Urine,rando L550LF(1) D5511063 325.17 28,480
337] Chromium (Serum) Serum(B& L550LF(1) D5511063 325.17 28,480
338| Chromium (W/B) EDTA L550LF(1) D5511063 325.17 28,480
339] Chromogranin A Serum 447 D4470007 654.64 57,350
3401 Chromogranin A (IHC) Tissue L5677t C567300F 670.17 58,710
3411 CICClq Serum 806 D8060013 133.28 11,680
342| Citric acid Urine,24hr L515Ck(1) D515304C 590.04 51,690
343| Citric acid(RU) Uring,rando L515Ck(1) D515304C 590.04 51,690
344] CK 19 (IHQ) Tissue L5677t C567300F 670.17 58,710
345| CK 5/6 (IHC) Tissue L5677t C567300F 670.17 58,710
346] C-kit(CD117) (IHC) Tissue L5677t C567300F 670.17 58,710
347 CK-MB Serum 404 D4040003 86.66 7,590
348| Clarithromycin L’ SO A} Tissue =591Ct D591301C 568.53 49,800
349| Clobazam Serum +532CH4) D534910C 571.84 50,090
350 Clonazepam Serum +=532CH4) D534920C 571.84 50,090
351| Clonorchis sinensis (Z+&%)(Fluid) Fluid L641LK(1) D264202C 225.14 19,720
352| Clozapine Serum +532CH4) D534921C 571.84 50,090
353] CMT1B,MPZ gene mutation EDTA W/B Lt580LCH?2) C580722C 3,166.78 277,410
354 CMT2,MFN2 gene mutation EDTA W/B Lt580LCH3) C580818C 4,637.14 406,210
355] CMTX,GJB1 gene analysis EDTA W/B L+580Ck(1) C580604C 1,992.83 174,570
356] CMV (IHQ) Tissue L5677t C567300F 670.17 58,710
357 CMV antigenemia EDTA W/B +=6557t D655115C 160.26 14,040
358 CMV IgG Serum L654LF(1) D654220C 199.61 17,490
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359] CMV IgM Serum F654LH(2) D654320C 179.14 15,690
360] CMV PCR 4 (Blood) EDTA W/B 658Lf D658206C 520.33 45,580
361 CMV PCR(Tissue) Tissue 6587} D658108C 389.36 34,110
362| CMV rapid culture (Blood) Blood 6527} D652100C 578.61 50,690
363| CMV Real-time PCR &2 (Blood) EDTA W/B +6580F D658503C 792.13 69,390
364| CMV Real-time PCR 2 (7| 2HX|H ZE N & ) Bronchoalve +6580F D658503C 792.13 69,390
365| CO2,total Serum 283 D2830003 43.46 3,810
366| Cobalt (24h U) Urine,24hrs 550LF(1) D5511053 325.17 28,480
367| Cobalt (Heparin W/B) Heparin W/B 550LF(1) D5511053 325.17 28,480
368| Cobalt (RU) Urine,rando 550LF(1) D5511053 325.17 28,480
369] Cobalt (W/B) EDTA 550LF(1) D5511053 325.17 28,480
370] COL10A1 gene mutation EDTA W/B L}580CH?2) C580739C 3,166.78 277,410
371] COL1A1 & COL1A2 gene analysis EDTA W/B C581003Cetc 22,060.96 1,932,540
372 COL1A1 genemutation EDTA W/B L}580CH(5) C581003C 11,030.45 966,270
373] COL1A2 genemutation EDTA W/B L}580CH(5) C581004C 11,030.45 966,270
374 COL3A1 gene mutation EDTA W/B L}580CH(5) C581006C 11,030.45 966,270
375| Cold agglutinin Serum 159 D159000C 72.16 6,320
376] COMP,multiple epiphyseal dysplasia EDTA W/B L}580CH3) C580839C 4,637.14 406,210
377] Congenital lipoid adrenal hyperplasia,STAR gene EDTA W/B L+580CH2) C580758C 3,166.78 277,410
378| Connexin 26(GJB2) 7 - HE HAL EDTA W/B Lt580CH1) C580619C 1,992.83 174,570
379] Connexin 26(GJB2) 7 -dHE HAL NST &0 L}580CH1) C580619C 1,992.83 174,570
380| Consult (Et=1-37H) Tissue(Slide) Lt560F4Lt C1562008 76.71 6,720
381| Copper (24h U) Urine,24hrs +550L+(1) D5511073 325.17 28,480
382| Copper (S) Serum(Z& +550L+(1) D5511073 325.17 28,480
383| Copper (tissue) Tissue F550LF(1)F D5512073 635.11 55,640
384| Coproporphyrin H& Urine,24hrs +5167H2) D5162003 57.07 5,000
385| Coproporphyrin &4 Urine,rando 5167H(1) D5161003 13.62 1,190
386| Corneal dystrophy, TGFBI EDTA W/B Lt580LCH1) C580633C 1,992.83 174,570
387| Corneal dystrophy, TGFBI B.M Lt580CH1) C580633C 1,992.83 174,570
388| Cortisol Serum £350Lt D3502143 150.97 13,220
389| Cortisol(RIA) Serum 350LFF D3503057 153.54 13,450
390| Cortisol,free (RU)-RIA Urine,rando +350LtF D3503047 153.54 13,450
391| Cortisol,free(24h U)-RIA Urine,24hrs L350LFF D3503047 153.54 13,450
392| Cortisol,free(24hrs) Urine,24hrs +350Lt D3502133 150.97 13,220
393| Cortisol,free(RU) Urine,rando 3504t D3502133 150.97 13,220
394] C-peptide Serum 305 D3050013 125.74 11,010
395] C-peptide (RU)-RIA Urine,rando +305F D3051017 150.51 13,180
396| C-peptide(24h U)-RIA Urine,24hrs +305F D3051017 150.51 13,180
397| C-peptide(24hrs U) Urine,24hrs 305 D3050013 125.74 11,010
398| C-peptide(RIA) Serum +305F D3051017 150.51 13,180
399 C-peptide(RU) Urine,rando 305 D3050013 125.74 11,010
400] CPK isoenzyme Serum F254Lt D254203C 177.13 15,520
401] CPK isoenzyme(F) Fluid F254Lt D254203C 177.13 15,520
402| CPK total Serum 2517} D2510013 30.77 2,700
403| CRE culture Rectal swab 58104(2) D5854003 210.70 18,460
404 CRE genotyping HEHY X 6857t D685102C 793.36 69,500
405| Creatinine (S) Serum 2287t D2280003 18.22 1,600
406| CREBBP gene, mutation EDTA W/B Lt580LCH(5) C581007C 11,030.45 966,270
407] Cross matching Serum 155 D1550003 53.90 4,720
408 CRP B Serum F011LE D0113003 76.79 6,730
409] CRP HH Serum F0117H(1) D0111003 20.51 1,800
410] Cryoglobulin Serum F7837t D7831003 32.77 2,870
411] Cryptococcus Ag(CSF) CSF +581LCk D5830023 93.69 8,210
412| Cryptococcus Ag(Serum) Serum +581LCk D5830023 93.69 8,210
413] CSF3R gene, mutation EDTA W/B Lt583CH4) C583603C 2,138.24 187,310
414] C-Telopeptide (CTx) Serum 501 D5010013 151.31 13,250
415| Culture & I.D Abscess £58104(2) D5854003 210.70 18,460
416] CYBB gene mutation(CGD) EDTA W/B Lt580LCH3) C580804C 4,637.14 406,210
417] Cycline (IHC) Tissue L5677t C567300F 670.17 58,710
418] Cyclosporin (LC-MS/MS) EDTA W/B +532CH4) D534923C 571.84 50,090
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419] Cyclosporine EDTA W/B F532LHQ2)F2 D5335117 181.47 15,900
420| Cyfra 21-1 Serum 448 D4480003 254.00 22,250
421] CYP17A1 gene, mutation EDTA W/B Lt580CH?2) C580740C 3,166.78 277,410
422| CYP2C19 genotyping EDTA W/B Lt580CH1) C580617C 1,992.83 174,570
423 CYP2D6 S XAAL Heparin W/B Lt580CH?2) C580744C 3,166.78 277,410
424] Cystatin C Serum 233 D2330003 68.44 6,000
425] Cystatin C(GFR) Serum 233 D2330003 68.44 6,000
426| Cysticercus (f+7'&0(&)(CSF) CSF 641LK(1) D264203C 225.14 19,720
427\ Cysticercus (f+7'&0(&)(Fluid) Fluid 641LK(1) D264203C 225.14 19,720
428| Cysticercus Ab(&0[&)(S) Serum 641LK(1) D264203C 225.14 19,720
429] Cytokeratin 20 (IHC) Tissue L5677t C567300F 670.17 58,710
430] Cytokeratin 7 (IHC) Tissue L5677t C567300F 670.17 58,710
431] Cytokeratin(Pan)(AE1/AE3) (IHC) Tissue L5677t C567300F 670.17 58,710
432] Cytoplamic CD22(Flow cytometry) EDTA W/B L081L} D081200C 486.76 42,640
433] Cytoplamic CD3(Flow cytometry) EDTA W/B L081L} D081200C 486.76 42,640
434] D-dimer & Plasma(Citrat 107CF D1073003 124.94 10,940
435| D-dimer 84 Plasma(Citrat F1077¢ D1071003 49.49 4,340
436| Decalcification Tissue L56033 C5600008 58.45 5,120
437] delta-ALA (24h U) Urine,24hrs +532C}4) D5349A1C 571.84 50,090
438| delta-ALA (RU) Urine,rando +532CH4) D5349A1C 571.84 50,090
439] Deoxypyridinoline (DPD) Urine,rando =501 D5010033 151.31 13,250
440] Desmin (IHC) Tissue L5677t C567300F 670.17 58,710
441] DHEA-s Serum L350LF D3502103 150.97 13,220
442| DHEA-s(RIA) Serum L350LFF D3503027 153.54 13,450
443] Diazepam Serum +532C}4) D534925C 571.84 50,090
444] Diff. count1 EDTA W/B L001C} D0013003 24.87 2,180
445] Differential count 1 EDTA W/B L001C} D0013003 24.87 2,180
446| Differential count 2 EDTA W/B L001C} D0013003 24.87 2,180
447] Digoxin Serum 532L42) D5333153 188.13 16,480
448| Direct Antiglobulin Test(DAT) EDTA W/B 1547} D154105C 61.11 5,350
449 DMD/BMD(Duchenne/Becker muscular EDTA W/B L5807t C580002C 724.40 63,460
450 Donath Landsteiner Ab Serum =158 D158000C 64.02 5,610
451| Dopamine (24h U) Urine,24hrs 3512} D351402C 447.20 39,170
452| Dopamine (24h U) Urine,24hrs 3512} D351402C 447.20 39,170
453| Dopamine (P) Plasma(EDTA 3512} D351402C 447.20 39,170
454| Dopamine(P) Plasma(EDTA 3512} D351402C 447.20 39,170
455| DRPLA gene EDTA W/B Lt580L+H(2)(Lh) C580302C 1,274.65 111,660
456| dsDNA Ab (RIA) Serum F786LFF D7863007 269.20 23,580
457| dsDNA Ab IgG Serum L-786Lt D7862003 257.95 22,600
458| dsDNA Ab IgM Serum L-786Lt D7862003 257.95 22,600
459] Du test (weak-D) EDTA W/B 1512} D1514003 49.40 4,330
460| Duloxetine Serum L+532CH4) D5349A8C 571.84 50,090
461| DYSF gene mutation EDTA W/B L}580LCH(5) C581009C 11,030.45 966,270
462| E.coli 0-157 culture Stool +5810}(2) D5854003 210.70 18,460
463| E2(Estradiol) Serum 371 D3710023 141.67 12,410
464| EBV (IHC) Tissue L5677t C567300F 670.17 58,710
465| EBV EA IgG Serum L654LF(1) D654206C 199.61 17,490
466| EBV EA IgM Serum L654L+(2) D654306C 179.14 15,690
467| EBV EBNA IgG Serum L654LF(1) D654207C 199.61 17,490
468| EBV EBNA IgM Serum L654L+(2) D654307C 179.14 15,690
469| EBV in situ hybridization Tissue 6597} D659102F 1,106.75 96,950
470 EBV PCR &-d (Blood) EDTA W/B 6587} D658103C 389.36 34,110
471| EBV Real-time PCR §& EDTA W/B L6580} D658502C 792.13 69,390
472| EBV Real-time PCR H& (B.M) B.M L6580} D658502C 792.13 69,390
473| EBV VCA IgG Serum L654LF(1) D654208C 199.61 17,490
474| EBV VCA IgM Serum L654L+(2) D654308C 179.14 15,690
475| E-cadherin (IHC) Tissue L5677t C567300F 670.17 58,710
476| Echinococcus Ab(ZZ) Serum F641LEH(1) D264204C 225.14 19,720
477] eGFR (IDMS-MDRD) Serum 2287t D2280003 18.22 1,600
478| EGFR (IHC) Tissue L5677t C567300F 670.17 58,710
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479| EGFR gene mutation Slide L}583CH4) C583601C 2,138.24 187,310
480| EGFR gene mutation Paraffin Lt583CH4) C583601C 2,138.24 187,310
481| EGFR gene mutation(Real-time PCR) Tissue(Slide) Lt583LH(1) C583119C 1,352.44 118,470
482| EGFR gene mutation(Real-time PCR) Cell-free Lt583LH(1) C583119C 1,352.44 118,470
483| EGFR mutation Other Lt583LH(1) C583119C 1,352.44 118,470
484| EGFr(ABC) Tissue L5677t C567300F 670.17 58,710
485| EGFR[PNA clamping Real-time PCR] Paraffin Lt583LH(1) C583119C 1,352.44 118,470
486| Egg count (Stool) Stool 6400} D6408003 39.50 3,460
487| EHEC PCR Stool 5917} D591115C 389.36 34,110
488| ELANE gene mutation EDTA W/B Lt580CH1) C580603C 1,992.83 174,570
489 EM Tissue Lt565 C5650008 1,548.01 135,610
490| EM Tissue Lt565 C5650008 1,548.01 135,610
491 ENG gene mutation EDTA W/B Lt580CH3) C580805C 4,637.14 406,210
492| Enterovirus rapid culture (CSF) CSF 6527} D652100C 578.61 50,690
493| Enterovirus Real-time PCR CSF 658LF D658304C 628.86 55,090
494| Eosinophil count EDTA W/B L002L} D0022003 12.53 1,100
495| Epinephrine (24h U) Urine,24hrs 3512} D351408C 447.20 39,170
496| Epinephrine (24h U) Urine,24hrs 3512} D351408C 447.20 39,170
497| Epinephrine (P) Plasma(EDTA 3512} D351408C 447.20 39,170
498| Epinephrine(P) Plasma(EDTA 3512} D351408C 447.20 39,170
499] Epitherial membrane Ag (IHC) Tissue L5677t C567300F 670.17 58,710
500 Erythropoietin (EPO) Serum 057 D0570013 210.09 18,400
501| ESR EDTA W/B 010 D0100013 11.16 980
502| Ester cholesterol Serum F261Lt D2612003 19.07 1,670
503| Estrogen Receptor (IHC) Tissue L5677t C567300F 670.17 58,710
504| Estrogen total Serum 371 D3711037 162.88 14,270
505 ETV6/RUNXT(TEL/AML1) rearrangement PCR EDTA W/B Lt583LH(1) C583103C 1,352.44 118,470
506 ETV6/RUNXT(TEL/AML1) rearrangement PCR B.M Lt583LH(1) C583103C 1,352.44 118,470
507| Everolimus EDTA W/B +532C}4) D534932C 571.84 50,090
508| EXT1 gene mutation EDTA W/B L}580LCH3) C580840C 4,637.14 406,210
509| EXT2 gene mutation EDTA W/B Lt580LCH3) C580841C 4,637.14 406,210
510| Factor Il Plasma(Citrat +F1137¢ D113101C 142.21 12,460
511] Factor IX Plasma(Citrat +F1137¢ D113105C 142.21 12,460
512| Factor IX Ab Plasma(Citrat 104 D104002C 173.06 15,160
513| Factor IX gene mutation EDTA W/B Lt580LCH?2) C580708C 3,166.78 277,410
514| Factor V Plasma(Citrat +F1137¢ D113102C 142.21 12,460
515| Factor V Leiden (R506Q) EDTA W/B Lt580L+H(2)(7h C580203C 512.75 44,920
516| Factor VII Plasma(Citrat +F1137¢ D113103C 142.21 12,460
517| Factor VIII Plasma(Citrat +F1137¢ D113104C 142.21 12,460
518| Factor VIII Ab Plasma(Citrat 104 D104001C 173.06 15,160
519| Factor VIII gene mutation EDTA W/B Lt580LCH4) C580928C 7,255.90 635,620
520 Factor VIII related Ag Plasma(Citrat F110Lt D2111003 154.85 13,560
521] Factor X Plasma(Citrat +F1137¢ D113106C 142.21 12,460
522| Factor XI Plasma(Citrat +F1137¢ D113107C 142.21 12,460
523| Factor XII Plasma(Citrat +F1137¢ D113108C 142.21 12,460
524| Factor XllI Plasma(Citrat +F1137¢ D113109C 142.21 12,460
525] FAH gene, mutation EDTA W/B Lt580LCH3) C580806C 4,637.14 406,210
526| Familial mutation (7t&3 ZA}b EDTA W/B Lt580CHE C580500C 1,992.83 174,570
527| Familial Mutation analysis EDTA W/B Lt580CHE C580500C 1,992.83 174,570
528| FANCA gene mutation(Fanconi anemia,Group A) EDTA W/B L+580CH(5) C581010C 11,030.45 966,270
529| Fasciola hepatica Ab(Zt%&) Serum F641LE(1) D264205C 225.14 19,720
530 Fat ‘8- (Sudan IlI stain) Stool L031Lt D0312003 18.69 1,640
531 FDP Plasma(Citrat L-108Ck D1083003 112.01 9,810
532| Ferritin Serum L052LF D0522013 103.21 9,040
533| FGFR1 sequencing EDTA W/B Lt580LCH3) C580807C 4,637.14 406,210
534] FGFR2 major mutation EDTA W/B Lt580LCH3) C580808C 4,637.14 406,210
535| FGFR3 full sequencing 7t& EDTA W/B Lt580CtE: C580500C 1,992.83 174,570
536] FH,LDLR point gene mutation EDTA W/B L+580CH(3) C580853C 4,637.14 406,210
537| Fibrinogen Plasma(Citrat 1000t D1005003 32.83 2,880
538| Filaria Slide 640Xt D640900C 60.17 5,270
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539| Filaria EDTA W/B 640Kt D640900C 60.17 5,270
5401 FISH BCR/ABL1,t(9;22) B.M(Heparin) Lt5832(3) C584104C 2,411.47 211,240
541| FISH BCR/ABL1,t(9;22)(PB) Heparin W/B Lt5832(3) C584104C 2,411.47 211,240
542| FISH CBFB Heparin W/B Lt5832(3) C584105C 2,411.47 211,240
543| FISH CBFB Bone Lt5832(3) C584105C 2,411.47 211,240
544| FISH CBFB/MYH11,inv(16) B.M(Heparin) Lt5832k(3) C584105C 2,411.47 211,240
545| FISH CBFB/MYH11,inv(16)(PB) Heparin W/B Lt5832k(3) C584105C 2,411.47 211,240
546| FISH CEP 12 B.M(Heparin) Lt5832k(3) C584107C 2,411.47 211,240
547 FISH CEP 8 B.M(Heparin) Lt5832k(3) C584106C 2,411.47 211,240
548| FISH CEP 8 Heparin W/B Lt5832k(3) C584106C 2,411.47 211,240
549| FISH CKS1B(1921)/CDKN2C(1p32) B.M(Heparin) Lt5832k(3) C584109C 2,411.47 211,240
550] FISH D20S108 gene,deletion Bone Lt5832k(3) C584114C 2,411.47 211,240
551 FISH D20S108(20q12) Heparin W/B Lt5832k(3) C584114C 2,411.47 211,240
552| FISH D7S486(7Q31) Heparin W/B Lt5832k(3) C584111C 2,411.47 211,240
553| FISH D7S522/CEP 7 B.M(Heparin) Lt5832k(3) C584111C 2,411.47 211,240
554| FISH del(11g22.3)-ATM B.M(Heparin) Lt5832k(3) C584103C 2,411.47 211,240
555| FISH del(13g14.3) B.M(Heparin) Lt5832k(3) C584112C 2,411.47 211,240
556| FISH del(20q) B.M(Heparin) Lt5832k(3) C584114C 2,411.47 211,240
557| FISH del(5q) B.M(Heparin) Lt5832k(3) C584110C 2,411.47 211,240
558| FISH del(7q) B.M(Heparin) Lt5832k(3) C584111C 2,411.47 211,240
559 FISH EGR1(5Q31)/D5S721 B.M(Heparin) Lt5832k(3) C584110C 2,411.47 211,240
560 FISH EGR1/D5S23 B.M(Heparin) Lt5832k(3) C584110C 2,411.47 211,240
561| FISH ETV6/RUNX1(TEL/AMLT) B.M(Heparin) Lt5832k(3) C584115C 2,411.47 211,240
562| FISH FGFR1 B.M(Heparin) Lt5832k(3) C584116C 2,411.47 211,240
563| FISH IGH rearrangement B.M(Heparin) Lt5832k(3) C584118C 2,411.47 211,240
5641 FISH IGH(14g32) Heparin W/B Lt5832k(3) C584118C 2,411.47 211,240
565 FISH IGH/BCL2 B.M(Heparin) Lt5832k(3) C584119C 2,411.47 211,240
566| FISH IGH/CCND1 Heparin W/B Lt5832k(3) C584120C 2,411.47 211,240
567| FISH IGH/CCND1(BCL1) B.M(Heparin) Lt5832k(3) C584120C 2,411.47 211,240
568| FISH IGH/FGFR3 B.M(Heparin) Lt5832k(3) C584121C 2,411.47 211,240
569| FISH IGH/MAF B.M(Heparin) Lt5832k(3) C584122C 2,411.47 211,240
570 FISH IGH/MAFB B.M(Heparin) Lt5832k(3) (C584123C 2,411.47 211,240
571 FISH IGH-FGFR3 B.M(Heparin) Lt5832k(3) C584121C 2,411.47 211,240
572 FISH IGH-MAF B.M(Heparin) Lt5832k(3) (C584122C 2,411.47 211,240
573] FISH KMT2A(MLL),11g23 B.M(Heparin) Lt5832k(3) (C584124C 2,411.47 211,240
574 FISH KMT2A(MLL),11923(PB) Heparin W/B Lt5832k(3) (C584124C 2,411.47 211,240
575| FISH MLL 11923 Heparin W/B Lt5832k(3) (C584124C 2,411.47 211,240
576 FISH MLL 11923 B.M(Heparin) Lt5832k(3) (C584124C 2,411.47 211,240
577| FISH MLL gene Heparin W/B Lt5832k(3) (C584124C 2,411.47 211,240
578 FISH MM panel Heparin W/B C584121Cetc 14,468.49 1,267,440
579 FISH MYC B.M(Heparin) Lt5832k(3) (C584125C 2,411.47 211,240
580| FISH MYC(8g24)gene Heparin W/B Lt5832k(3) (C584125C 2,411.47 211,240
581| FISH PDGFRA B.M(Heparin) Lt5832k(3) C584117C 2,411.47 211,240
582| FISH PDGFRB B.M(Heparin) Lt5832+(3) C584126C 2,411.47 211,240
583| FISH PML/RARA B.M(Heparin) Lt5832+(3) C584127C 2,411.47 211,240
584| FISH PML/RARA Bone Lt5832+(3) C584127C 2,411.47 211,240
585| FISH PML/RARA (PB) Heparin W/B Lt5832+(3) C584127C 2,411.47 211,240
586| FISH RB1 B.M(Heparin) Lt5832+(3) C584112C 2,411.47 211,240
587| FISH RUNX1/CBFA2T1(AML1/ETO) Bone Lt5832+(3) (C584129C 2,411.47 211,240
588] FISH RUNX1/RUNXTT1(AML1/ETO) B.M(Heparin) Lt5832+(3) (C584129C 2,411.47 211,240
589 FISH RUNX1/RUNX1T1(AML1/ETO)(PB) Heparin W/B Lt5832+(3) (C584129C 2,411.47 211,240
590 FISH TEL/AML1 Heparin W/B Lt5832+(3) C584115C 2,411.47 211,240
591| FISH TP53 B.M(Heparin) Lt5832+(3) C584130C 2,411.47 211,240
592 FK506 (LC-MS/MS) EDTA W/B +=532CH4) D534984C 571.84 50,090
593|] FLCN sequencing EDTA W/B L+580CH3) C580844C 4,637.14 406,210
5941 FLT3/ITD EDTA W/B L+583Ck(1) (C583301C 1,416.05 124,050
595 FLT3/ITD B.M L+583Ck(1) C583301C 1,416.05 124,050
596| FLT3/TKD B.M L+583Ck(1) (C583302C 1,416.05 124,050
597 FLT3/TKD EDTA W/B L+583Ck(1) (C583302C 1,416.05 124,050
598| FLT3-ITD mutation EDTA W/B Lt583Lt(2) (C583209C 3,002.73 263,040
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599| FLT3-ITD mutation B.M Lt583LH(2) C583209C 3,002.73 263,040
600| Fluoxetine & Metabolites Serum +532LC}4) D534934C 571.84 50,090
601| Folate Serum L490Lt D4902143 116.21 10,180
602| Folate RBC EDTA W/B L490Lt D4902143 116.21 10,180
603| Folate(RIA) Serum F490Lt D4903107 168.63 14,770
604| FOXP3 syndrome EDTA W/B L}580LCH3) C580845C 4,637.14 406,210
605| Fragile-X == &7l EDTA W/B Lt5802t C581102C 1,185.74 103,870
606| Fragile-X == &7l EDTA W/B LE580LF(2)(Lh) C580312C 1,274.65 111,660
607| Fragile-X == &7l EDTA W/B LE580LF(2)(Lh) C580312C 1,274.65 111,660
608| Free a-subunit Serum 345 D3450007 394.30 34,540
609| Free fatty acid Serum 2602} D2264003 41.04 3,600
610] Free kappa light chain(24h U) Urine,24hrs F44271(1) D442103C 378.97 33,200
611] Free kappa light chain(RU) Urine,rando F4427(1) D442103C 378.97 33,200
612| Free kappa light chain(S) Serum F44271(1) D442104C 378.97 33,200
613]| Free Lambda light chain(RU) Urine,rando F44271(1) D442101C 378.97 33,200
614] Free Lambda light chain(S) Serum F4427(1) D442102C 378.97 33,200
615] Free Lambda lightchain(24h U) Urine,24hrs F44271(1) D442101C 378.97 33,200
616| Free phenytoin Serum +532L42) D5333353 188.13 16,480
617] Free PSA Serum 430 D4300013 148.93 13,050
618| Free T3 Serum 323 D3230013 121.62 10,650
619| Free T4 Serum 323 D3230053 121.62 10,650
620] Free testosterone Serum =371 D3710057 144.45 12,650
621| Friedreich ataxia EDTA W/B Lt5802t C581103C 1,185.74 103,870
622| Frontotemporaldementia, MAPT EDTA W/B L+580CH(3) C580854C 4,637.14 406,210
623| Fructosamine Serum =304 D3040003 72.33 6,340
624| FSH Serum 3701t D3702023 120.66 10,570
625 FTA-ABS IgG Serum 6922} D692400C 168.95 14,800
626 FTA-ABS IgM Serum 6922} D692400C 168.95 14,800
627 Fungus culture Abscess +=5810k(2) D5854003 210.70 18,460
628 Fungus rDNA identification Other +6247t D624101C 1,893.23 165,850
629 FUS gene, mutation EDTA W/B Lt580LCH3) C580809C 4,637.14 406,210
630 G6PC gene mutation(1a) EDTA W/B Lt580LCH?2) C580709C 3,166.78 277,410
631 G6PC gene mutation(1b) EDTA W/B Lt580LCH?2) C580729C 3,166.78 277,410
632 G6PC gene mutation(glycogen storage disease 1 EDTA W/B Lt580CH?2) C580709C 3,166.78 277,410
633] G-6-PDH EDTA W/B 055 D0550013 107.47 9,410
634 Gabapentin Serum L+532CH4) D5349A2C 571.84 50,090
635] GAD Ab Serum +803F D8031007 504.60 44,200
636| Gal-1-p-uridyltransferase Heparin W/B £517Lt D517201C 1,284.43 112,520
637| Galactokinase Heparin W/B F517Lt D517202C 1,284.43 112,520
638| Galactose-1-phosphate Heparin W/B F5177H(1) D517101C 656.20 57,480
639| Galactosemia(GALT) EDTA W/B Lt580LCH3) C580811C 4,637.14 406,210
640 GALE gene, mutation (galactosemia type 3) EDTA W/B L+580Ck2) C580710C 3,166.78 277,410
641] Galectin-3 (IHC) Tissue L5677t C567300F 670.17 58,710
642 GALK1 gene, mutation (galactosemia type 2) EDTA W/B L+580CH2) C580711C 3,166.78 277,410
643| Gardnerella vaginalis PCR Prostate(%™ +5917t D591105C 389.36 34,110
644 Gardnerella vaginalis PCR Urine,rando +=5917} D591105C 389.36 34,110
645 Gardnerella vaginalis PCR HPV/STD 5917} D591105C 389.36 34,110
646| Gastrin Serum 381 D3810013 119.68 10,480
647 GBA gene mutation(Gaucher) EDTA W/B Lt580LCH3) C580812C 4,637.14 406,210
648] GBM Ab Serum 7967} D7961003 138.90 12,170
649 GBS culture Vaginal +5810}(2) D5854003 210.70 18,460
650 GCH1 gene mutation EDTA W/B Lt580LCH?2) C580712C 3,166.78 277,410
651] Gentamicin (Peak) Serum 532L4Q2) D5333193 188.13 16,480
652 Gentamicin (Trough) Serum +532Lt2) D5333193 188.13 16,480
653] GFAP (IHC) Tissue L5677t C567300F 670.17 58,710
654 GFAP gene mutation EDTA W/B Lt580LCH?2) C580713C 3,166.78 277,410
655 Glucagon Plasma(EDTA £381F D3811027 97.32 8,530
656]| Glucose (24h U) Urine,24hr =302Lt D3022003 14.42 1,260
657| Glucose (NaF) Plasma(NaF) +302Lt D3022003 14.42 1,260
658| Glucose (RU) Urine,rando =302Lt D3022003 14.42 1,260
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659| Glucose (S) Serum 302Lf D3022003 14.42 1,260
660] Glutamic acid Plasma(EDTA 5140k(1) D514400C 328.85 28,810
661] Glutamic acid (RU) Urine,rando 5140k(1) D514400C 328.85 28,810
662| Glycated albumin Serum 309 D3090003 112.18 9,830
663] GNAS gene mutation EDTA W/B L}580CH3) C580848C 4,637.14 406,210
664] GNAS gene mutation EDTA W/B L}580LCH3) C580848C 4,637.14 406,210
665] GNE gene mutation EDTA W/B Lt580LCH3) C580849C 4,637.14 406,210
666| Gram stain Abscess 580Lt D5802023 30.18 2,640
667] Gram stain,cytospin CSF 580LFF D5803003 24.92 2,180
668| Gram stain_QH{YME QY ™ 580Lt D5802023 30.18 2,640
669| Growth hormone Serum 342 D3420003 132.05 11,570
670] GTT,50g Plasma(NaF) 302LF D3022003 14.42 1,260
671] GY (Cervix) Cervix cell Lt5627H(1) C5621008 118.13 10,350
672] GY (Other) Other Lt5627H(1) C5621008 118.13 10,350
673] GY,Endometrium Endometriu Lt5627H(1) C5621008 118.13 10,350
674] GY,Vagina Vagina Lt5627H(1) C5621008 118.13 10,350
675] H.pylori Ab IgG Serum 589LF(1) D5894003 141.90 12,430
676| H.pylori Ab IgM Serum 589LF(1) D5894003 141.90 12,430
677 H.pylori Ag Stool +589LC}(2) D5899003 41.71 3,650
678 H.pylori PCR Tissue L591Lt D591203C 520.33 45,580
679 H.pylori stain (Diff-Quik) Tissue +5897H(1) D5891003 156.40 13,700
680 Haemophilus ducreyi PCR HPV/STD 5917} D591106C 389.36 34,110
681] Haloperidol Serum +532C}4) D534936C 571.84 50,090
682| Ham test Citrate W/B L0537} D053101C 72.62 6,360
683| Hantaan virus Ab Serum +653Lt D6531253 102.11 8,940
684| Hantaan virus Ab (IFA) Serum +655Lt D6552013 163.15 14,290
685| Hantaan virus PCR Serum +6582f D658402C 815.29 71,420
686 Haptoglobin Serum 470 D4700033 79.73 6,980
687 HAV IgG Serum 7017t D7011013 169.62 14,860
688 HAV IgM Serum 7017t D7011023 169.62 14,860
689 HAX1 gene mutation EDTA W/B Lt580CH2) C580715C 3,166.78 277,410
690| HbA1c EDTA W/B 3067} D3061003 79.32 6,950
691] HbATc(NGSP,IFCC,eAG) D3061003etc 79.34 6,950
692] HbATc-NGSP EDTA W/B 3067} D3061003 79.32 6,950
693 HBB gene mutation EDTA W/B Lt580LCH1) C580607C 1,992.83 174,570
694 HBc Ab IgM Serum L7010} D7020023 155.57 13,630
695] HBc Ab total Serum L7010} D7020013 155.57 13,630
696| HBe Ab Serum 701 D7024003 189.40 16,590
697 HBe Ag Serum L7014} D7022003 187.53 16,430
698| HBs Ab Ht Serum L7001} D7002003 38.44 3,370
699| HBs Ab HH Serum L7012} D7018003 142.81 12,510
700 HBs Ag &kt Serum L7007t D7001003 29.38 2,570
701 HBs Ag B Serum L701CH2) D7017013 326.50 28,600
702 HBs Ag 8Y Serum L701Ck(1) D7015003 134.04 11,740
703| HBV DNA Y& Serum L7042} D704403C 792.13 69,390
704| HBV PCR Y Serum L7047} D704101C 389.36 34,110
705| HBV AN LHHERHO| 22F (LMV,ADV,ETV,L-dT ) Serum L7057t D705101C 1,899.60 166,400
706] HBV %X L{H=CIRO0| 255 Serum L7057t D705101C 1,899.60 166,400
707] hCG Serum F3727¢ D3720003 134.94 11,820
708] hCG (RU) Uring,rando 5707¢ D5701003 18.36 1,610
709| hCG A Serum F3727¢ D3720003 134.94 11,820
710 hCG 88 Serum F3727¢ D3720003 134.94 11,820
711] Hct EDTA W/B L000L} D0002043 11.31 990
712] HCV Ab Serum L7010} D7026003 166.09 14,550
713] HCV Ab (P) Plasma(He L7010} D7026003 166.09 14,550
714 HCV genotyping Serum 704} D704701C 1,574.66 137,940
715 HCV Immunoblot assay Serum =7037} D703100C 498.15 43,640
716] HCV NS5A L31/Y93 Mutation Serum L7057} D705102C 1,899.60 166,400
717| HCV RNA FE Serum 7040t D704502C 1,350.40 118,300
718 HCV RNA “&-d(PCR&Hybridization) Serum L=704Ct D704301C 628.86 55,090
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719] HDL cholesterol Serum 261CK(1) D2613003 69.37 6,080
720] HDL cholesterol Serum 261CK(1) D2613003 69.37 6,080
7211 HDV RT PCR Serum L-704CF D704303C 628.86 55,090
722 HE4 Serum 437 D4370003 224.75 19,690
723] Heinz body EDTA W/B 058 D058000C 45.90 4,020
724] Hematocrit EDTA W/B L000L} D0002043 11.31 990
725] Hemoglobin EDTA W/B L000L} D0002053 11.31 990
726] Hemoglobin EP EDTA W/B 060 D060000C 109.64 9,600
727] Hemosiderin Urine,rando 222 D2220003 32.93 2,880
728] Heparin-PF4 Ab Serum 814 D8140003 553.51 48,490
729| HER2 CHEHE Serum 443 D4430003 545.88 47,820
7301 HEV Ab IgG Serum F701%t D7030013 85.79 7,520
7311 HEV Ab IgM Serum 701Xt D7030023 85.79 7,520
732] HEV RT PCR Serum LF704Lt D704202C 520.33 45,580
733] Hexosaminidase Heparin W/B F5177k(1) D517114C 656.20 57,480
734] hGH Serum 342 D3420003 132.05 11,570
735] HHV8 PCR Tissue 6587} D658105C 389.36 34,110
736] Histone Ab Serum L-785Lt D785210C 335.78 29,410
737 HIV Ag/Ab Serum F721Lt D7212003 119.35 10,460
738| HIV drug resistance mutation Plasma(EDTA F7247}t D724101C 1,899.60 166,400
739 HIV p24 Ag Serum F721C¢ D7213003 172.84 15,140
740| HIV RNA 2 Plasma(EDTA F723Lt D723202C 1,350.40 118,300
741 HLA Ab single Ag ID-I Serum F843LH2)F1 D843501C 2,582.20 226,200
742 HLA Ab single Ag ID-II Serum F843LH2)F1 D843502C 2,582.20 226,200
743 HLA B27 genotyping EDTA W/B 841Ct D841302C 774.28 67,830
744 HLA-A High-resolution EDTA W/B -840C}F D840301C 3,549.44 310,930
745 HLA-A High-resolution B.M -840C}F D840301C 3,549.44 310,930
746 HLA-A typing B.M L840Lt D840201C 1,666.83 146,010
747 HLA-A typing EDTA W/B L840Lt D840201C 1,666.83 146,010
748] HLA-B 5801 EDTA W/B 8412} D841403C 1,520.12 133,160
749 HLA-B High-resolution EDTA W/B -840C}F D840301C 3,549.44 310,930
750 HLA-B High-resolution B.M L-840C} D840301C 3,549.44 310,930
751 HLA-B typing B.M L-840Lt D840201C 1,666.83 146,010
752 HLA-B typing EDTA W/B L-840Lt D840201C 1,666.83 146,010
753| HLA-C High-resolution EDTA W/B L-840C} D840301C 3,549.44 310,930
754 HLA-C High-resolution B.M L-840C}k D840301C 3,549.44 310,930
755 HLA-C typing EDTA W/B L-840Lt D840201C 1,666.83 146,010
756 HLA-C typing B.M L-840Lt D840201C 1,666.83 146,010
757] HLA-DQA1 EDTA W/B L-840Lt D840202C 1,666.83 146,010
758] HLA-DQA1 B.M L-840Lt D840202C 1,666.83 146,010
759] HLA-DQB1 B.M L-840Lt D840202C 1,666.83 146,010
760] HLA-DQB1 EDTA W/B L-840Lt D840202C 1,666.83 146,010
761 HLA-DQB1 High-resolution EDTA W/B L-840C}k D840302C 3,549.44 310,930
762 HLA-DQB1 High-resolution B.M L-840C} D840302C 3,549.44 310,930
763] HLA-DRB1 B.M L-840L} D840203C 1,666.83 146,010
764] HLA-DRB1 EDTA W/B L-840L} D840203C 1,666.83 146,010
765 HLA-DRB1 High resolution EDTA W/B L-840C} D840303C 3,549.44 310,930
766 HLA-DRB1 High resolution B.M L-840C} D840303C 3,549.44 310,930
767] HMB 45 (IHC) Tissue L5677t C567300F 670.17 58,710
768] HMWCK (IHC) Tissue L5677t C567300F 670.17 58,710
7691 HMWCK (IHC) Paraffin L5677t C567300F 670.17 58,710
770 Homocysteine(P) Plasma(EDTA F5142t D5147013 188.13 16,480
7711 Homocysteine(S) Serum S5142t D5147013 188.13 16,480
772] Homovanillic acid (24h U) Urine,24hrs 3512} D351403C 447.20 39,170
773] Homovanillic acid (CSF) CSF 3512} D351403C 447.20 39,170
774] Homovanillic acid (Plasma) Plasma(EDTA +3512t D351403C 447.20 39,170
775] Homovanillic acid (RU) Urine,rando =3512f D351403C 447.20 39,170
776 HPRT1 gene, mutation EDTA W/B Lt580C}2) C580716C 3,166.78 277,410
777 HPV 16 type PCR HPV/STD 6587} D658109C 389.36 34,110
778 HPV 18 type PCR HPV/STD 6587} D658109C 389.36 34,110
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779] HPV DNA probe(High) HPV DNA 658} D658602C 598.35 52,420
780] HPV genotyping(LBMA) HPV/STD F659Lt D659203C 598.35 52,420
781] HPV screening PCR Urine,rando 6587} D658109C 389.36 34,110
782] HPV screening PCR HPV/STD 6587} D658109C 389.36 34,110
783] HPV screening PCR HPV/STD 6587} D658109C 389.36 34,110
784] hs CRP Serum F011LE D0113003 76.79 6,730
785] hs Troponin-T Serum F402LCF D4023023 103.79 9,090
786] HSV IgG Serum 654LH(1) D654209C 199.61 17,490
787] HSV IgG (CSF) CSF 654LH(1) D654209C 199.61 17,490
788] HSV IgM Serum 654LH(2) D654309C 179.14 15,690
789] HSV PCR screening HPV/STD 6587} D658104C 389.36 34,110
790] HSV rapid culture CSF 6527} D652100C 578.61 50,690
791] HSV type 1 1gG Serum 654LH(1) D654209C 199.61 17,490
792] HSV type 1 IgM Serum 654L+(2) D654309C 179.14 15,690
793] HSV type 2 IgG Serum 654LH(1) D654209C 199.61 17,490
794] HSV type 2 IgM Serum 654LH(2) D654309C 179.14 15,690
795] HSV type | PCR EDTA W/B 6587} D658104C 389.36 34,110
796] HSV type Il PCR EDTA W/B 6587} D658104C 389.36 34,110
797 HSV-IgM (CSF) CSF $654L1(2) D654309C 179.14 15,690
798| HTLV-I DNA PCR EDTA W/B 658LF D658301C 628.86 55,090
799] HTLV-I/Il Ab Plasma(EDTA L654LF(1) D654222C 199.61 17,490
800] HTLV-I/Il Ab Serum L654Lk(1) D654222C 199.61 17,490
801] Human Herpes virus 6 PCR Serum +6587t D658105C 389.36 34,110
802| Human Herpes virus 6 PCR EDTA W/B +6587t D658105C 389.36 34,110
803] Human Herpes virus 6 PCR (CSF) CSF 6587} D658105C 389.36 34,110
804] Human herpes virus 8(HHV8) PCR EDTA W/B 6587} D658105C 389.36 34,110
805 Hunter X-linked-IDS gene EDTA W/B Lt580CH2) C580717C 3,166.78 277,410
806 Huntington disease (HTT gene) EDTA W/B Lt580L+H(2)(L) C580309C 1,274.65 111,660
807 Hurler syndrome,IDUA EDTA W/B Lt580LCH3) C580814C 4,637.14 406,210
808| ICG,R15 Serum 1967} D196100C 352.31 30,860
809| Identification (Media) Media(HH 2 F581Lt D5820003 171.31 15,010
810 IDH1 gene mutation Paraffin L}583CH(1) C583307C 1,416.05 124,050
811] IDH2(EXON 4-SEQUENCING) Slide L}583LCH(1) C583309C 1,416.05 124,050
812| Iduronate 2-sulfatase(IDS) Heparin W/B £517Lt D517209C 1,284.43 112,520
813 IgA Serum 741 D7410013 94.90 8,310
814( IgD Serum 741 D7410023 94.90 8,310
815( IgE total Serum 743 D7430003 158.75 13,910
816 IGF-1 Serum 344 D3440013 217.29 19,030
817] IGF-1 (RIA) Serum F344F D3441017 214.38 18,780
818| IGFBP-3 Serum 344 D3440023 217.29 19,030
819| IGFBP-3 Serum 344 D3440023 217.29 19,030
820| IGFBP-3(RIA) Serum F344F D3441027 214.38 18,780
821 IgG Serum 741 D7410043 94.90 8,310
822 1gG,Low conc.(CSF) CSF 741 D7410043 94.90 8,310
823] IgH gene rearrangement Tissue L}583Lt(2) C583206C 3,002.73 263,040
824] IgH gene rearrangement B.M Lt583Lt(2) C583206C 3,002.73 263,040
825 IgH gene rearrangement Paraffin L}583Lt(2) C583206F 3,056.35 267,740
826]| IgK gene rearrangement B.M L}583Lt(2) C583207C 3,002.73 263,040
827( IgM Serum 741 D7410053 94.90 8,310
828 IKBKG(NEMO) gene mutation EDTA W/B Lt580LCH?2) C580747C 3,166.78 277,410
829 Imatinib 2FA| LK (Major BCR/ABL1) EDTA W/B L}583CH(6) C583801C 2,980.79 261,120
830| Imatinib 2FA|LH4 (Major BCR/ABL1) B.M L}583CH(6) C583801C 2,980.79 261,120
831] Imipramine & Desipramine Serum ++532CH4) D534938C 571.84 50,090
832| Immunofixation EP (RU)_(G,AM,kN) Urine,rando L4750t D475201C 497.01 43,540
833]| Immunofixation EP (S)_(D,E) Serum L4757} D475101C 478.90 41,950
834 Immunofixation EP (S)_(G,AMkA) Serum L4757} D475101C 478.90 41,950
835| Immunofixation EP(24h U)_(D,E) Urine,24hrs LF475Lt D475201C 497.01 43,540
836| Immunofixation EP(24h U)_(G,AM,kN) Urine,24hrs L=475LF D475201C 497.01 43,540
837] Immunofixation EP(CSF)_(D,E) CSF LF475Lt D475201C 497.01 43,540
838| Immunofixation EP(CSF)_(G,A,M,kA) CSF LF475Lt D475201C 497.01 43,540
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839 Immunofixation EP(RU)_(D,E) Urine,rando F475Lt D475201C 497.01 43,540
840] Immunoglobulin EP (S)_(D,E) Serum F4757} D475102C 478.90 41,950
841] Immunoglobulin EP (S)_(G,A M kA) Serum 4757} D475102C 478.90 41,950
842] Immunoglobulin EP(24h U)_(D,E) Urine,24hrs LF475Lt D475202C 497.01 43,540
843] Immunoglobulin EP(24h U)_(G,AMkA) Urine,24hrs LF475Lt D475202C 497.01 43,540
844] Immunoglobulin EP(CSF)_(D,E) CSF F475Lt D475202C 497.01 43,540
845] Immunoglobulin EP(CSF)_(G,AM k) CSF F475Lt D475202C 497.01 43,540
846| Immunoglobulin EP(Fluid)_(D,E) Fluid F475Lt D475202C 497.01 43,540
847] Immunoglobulin EP(Fluid)_(G,AM,k,A) Fluid F475Lt D475202C 497.01 43,540
848| Immunoglobulin EP(RU)_(D,E) Urine,rando LF475Lt D475202C 497.01 43,540
849] Immunoglobulin EP(RU)_(G,A,M k) Urine,rando LF475Lt D475202C 497.01 43,540
850| India Ink preparation (CSF) CSF +580LCF D5804013 54.26 4,750
851] India Ink preparation (Other) Other -580C}F D5804013 54.26 4,750
852| Indirect Antiglobulin Test(IAT) Serum L-154Lt D154205C 78.30 6,860
853| Infliximab g2 Serum 532LH(2) D5333503 188.13 16,480
854] Influenza A Ag (Sputum) Sputum 6557} D655106C 160.26 14,040
855| Influenza A Ag (Throat) Throat swab 6557} D655106C 160.26 14,040
856| Influenza A rapid culture Throat swab +6527t D652100C 578.61 50,690
857] Influenza A rapid culture Sputum 6527} D652100C 578.61 50,690
858| Influenza A rapid culture Other +6527t D652100C 578.61 50,690
859| Influenza B Ag (Other) Other 6557} D655107C 160.26 14,040
860( Influenza B Ag (Throat) Throat swab +6557t D655107C 160.26 14,040
861| Influenza B rapid culture Sputum 6527} D652100C 578.61 50,690
862| Influenza B rapid culture Other +6527t D652100C 578.61 50,690
863| Influenza B rapid culture Throat swab +6527t D652100C 578.61 50,690
864| Inhibin A Serum 573 D5730003 318.58 27,910
865| Inhibin A (IHC) Tissue L5677t C567300F 670.17 58,710
866| Inhibin A (IHC) Paraffin L5677t C567300F 670.17 58,710
867| Inhibin A A Serum 573 D5730003 318.58 27,910
868| Inhibin A %t Serum 573 D5730003 318.58 27,910
869 INSR gene mutation EDTA W/B Lt580LCH4) C580930C 7,255.90 635,620
870] Insulin Serum 305 D3050023 125.74 11,010
871] Insulin Ab Serum 801 D8010003 139.24 12,200
872] Insulin Ab (RIA) Serum F801F D8011007 159.79 14,000
873] Insulin(RIA) Serum F305F D3051027 150.51 13,180
874] Interleukin 6 Serum 749 D7490003 329.06 28,830
875| Intrinsic factor Ab Serum +805 D8050003 98.55 8,630
876| lodine Urine,rando D3200013etc 61.76 5,410
877] Iron (Fe) Serum L0527t D0521033 27.85 2,440
878] Iron stain (BM) B.M 084 D084106C 103.23 9,040
879] Islet cell Ab Serum F802Lt D802200C 213.88 18,740
880| Isoagglutinin Titer Serum 157 D157000C 93.33 8,180
881| Itraconazole Serum +=532CHA4) D534941C 571.84 50,090
882 IVD gene, mutation EDTA W/B Lt580LCH3) C580815C 4,637.14 406,210
883| JAG1,Alagille syndrome EDTA W/B Lt580LCH4) C580931C 7,255.90 635,620
884 JAK2 gene exon12 EDTA W/B Lt583CH(1) C583303C 1,416.05 124,050
885 JAK2 gene exon12 B.M L}583CH(1) C583303C 1,416.05 124,050
886 JAK2 gene V617F B.M L}583CH(1) C583304C 1,416.05 124,050
887 JAK2 gene V617F EDTA W/B F583LCH(1) C583304C 1,416.05 124,050
888| JCV PCR (CSF) CSF 6587} D658106C 389.36 34,110
889| JCV PCR (P) Plasma(EDTA 6587} D658106C 389.36 34,110
890] JCV PCR (RU) Uring,rando 6587} D658106C 389.36 34,110
891] JCV PCR(Paraffin block) Paraffin 6587} D658106C 389.36 34,110
892] Jo1Ab Serum F785Lt D785201C 335.78 29,410
893| Kappa (IHC) Tissue Lt5677t C567300F 670.17 58,710
894 Kappa light chain (Flow cytometry) EDTA W/B £080Lt D080300C 227.19 19,900
895 Kappa light chain in situ hybridization Tissue L}5832}(2) C584001F 1,006.55 88,170
896 KCNJ 11 gene mutation EDTA W/B Lt580LCH1) C580620C 1,992.83 174,570
897 KCNJ 11 gene mutation EDTA W/B Lt580LCH1) C580620C 1,992.83 174,570
898| Ketone JE (P) Plasma(EDTA 301CF D301300C 236.41 20,710
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899| Ketone & (RU) Urine,rando +301CF D301300C 236.41 20,710
900| Ketone ®Z (Serum) Serum +301CF D301300C 236.41 20,710
901| Ketone 88 (RU) Urine,rando 3017t D3011003 56.09 4,910
902| Ketone 88 (S) Serum 3017t D3011003 56.09 4,910
903| Ki-67 (IHC) Tissue L5677t C567300F 670.17 58,710
904| KIT gene mutation EDTA W/B L}583CH(4) C583602C 2,138.24 187,310
905| KIT gene mutation B.M L}583CH(4) C583602C 2,138.24 187,310
906| KIT gene mutation Paraffin L}583CH(4) C583602C 2,138.24 187,310
907 KL-6 Serum 016 D0160003 599.17 52,490
908 KOH preparation Other 6207} D6201003 29.94 2,620
909 KRABBE(Galactocerebrosidase) mutation EDTA W/B Lt580CH3) C580810C 4,637.14 406,210
910 K-ras gene Paraffin LF583LH(1) C583120F 1,376.60 120,590
911| K-ras gene mutation Fluid L}583CH?2) C583401C 1,656.78 145,130
912| K-ras gene mutation,others EDTA W/B Lt583CH?2) C583401C 1,656.78 145,130
913| KRAS T H|ZAHH0|(exon 2,3,4) Paraffin L}583CH?2) C583401C 1,656.78 145,130
914] KRAS T H|ZAHHO0|(exon 2,3,4) Tissue(Slide) L}583CH?2) C583401C 1,656.78 145,130
915| Lactic acid 887 511 D5110003 55.80 4,890
916| Lactic acid (CSF) CSF 511 D5110003 55.80 4,890
917 Lambda (IHC) Tissue L5677t C567300F 670.17 58,710
918 Lambda light chain (Flow cytometry) EDTA W/B £080Lt D080300C 227.19 19,900
919 Lambda light chain in situ hybridization Tissue Lt5832+(2) C584002F 1,006.55 88,170
920| Lamotrigine Serum +532CH4) D534943C 571.84 50,090
921 LAP Serum 2517} D2510043 30.77 2,700
922 LAP score Slide 084 D084101C 103.23 9,040
923| LCA (IHC) Tissue L5677t C567300F 670.17 58,710
924 L-carnitine (EDTA P) Plasma(EDTA L490C}t D4904123 495.67 43,420
925] L-carnitine (Heparin P) Plasma(Hepa =490Ct D4904123 495.67 43,420
926( L-carnitine (S) Serum L490C}t D4904123 495.67 43,420
927 LDH Serum 2517} D2510053 30.77 2,700
928| LDH (CSF) CSF 2517} D2510053 30.77 2,700
929( LDH (Fluid) Fluid 2517} D2510053 30.77 2,700
930| LDH isoenzyme Serum F254Lt D254202C 177.13 15,520
931| LDH isoenzyme (CSF) CSF L-254Lt D254202C 177.13 15,520
932| LDH isoenzyme (Fluid) Fluid L-254Lt D254202C 177.13 15,520
933| LDL cholesterol Serum +2612F D2614003 69.63 6,100
934| LDL cholesterol Serum +2612F D2614003 69.63 6,100
935( LE cell Blood 780 D780000C 73.38 6,430
936 Lead (24h U) Urine,24hr L550LF(1) D5511153 325.17 28,480
937| Lead (EDTA W/B) EDTA W/B L550LF(1) D5511153 325.17 28,480
938| Lead (Heparin W/B) Heparin W/B L550LF(1) D5511153 325.17 28,480
939( Lead (RU) Urine,rando L550LF(1) D5511153 325.17 28,480
940( Lead (W/B) EDTA L550LF(1) D5511153 325.17 28,480
941| Legionella Ag Urine,rando =584Ct D1584013 99.86 8,750
942 Legionella pneumophila PCR Other £5917t D591108C 389.36 34,110
943 Legionella pneumophila PCR Sputum £5917t D591108C 389.36 34,110
944| Leigh disease EDTA W/B Lt580LCH1) C580622C 1,992.83 174,570
945| Leptospira Ab Serum F584Lt D1582123 60.02 5,260
946| Leptospira Ab(MAT) Serum L587Lk(1) D587209C 160.85 14,090
947( Lesch Nyhan syndrome; HPRT gene mutation EDTA W/B L+580CF2) C580716C 3,166.78 277,410
948( leu 7(CD 57) (IHC) Tissue L5677t C567300F 670.17 58,710
949 Level A-H|Z LN HH Tissue L5607t C5601008 255.68 22,400
950 Level A-H|Z LA HH 2 Tissue L5607t C5601008 255.68 22,400
951 Level A-H|Z LA HH 3 Tissue L5607t C5601008 255.68 22,400
952| Level B-CHE&2| 4A Tissue Lt560Lt C5602008 383.53 33,600
953| Level B-CHE&E2| MA 2 Tissue Lt560Lt C5602008 383.53 33,600
954 Level B-CHEE2| ¥A 3 Tissue Lt560Lt C5602008 383.53 33,600
955| Level C-Bone marrow Tissue Lt560CF(1) C5603008 596.61 52,260
956| Level C-Bone marrow_2 Tissue Lt560CF(1) C5603008 596.61 52,260
957| Level C- %tg:;%tgxﬂ(; 1~97H) Tissue Lt560LCH1) C5603008 596.61 52,260
958| Level C-YMHEZANK(EE 1~97H) 2 Tissue Lt560LCH1) C5603008 596.61 52,260
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959| Level C-FHZAEM(ES 1~974)_ Tissue Lt560CH1) C5603008 596.61 52,260
960| Level C-¥HBAEMES 107H0|M Tissue Lt560CH?2) C5604008 767.06 67,190
961| Level C-FESLEM(EE 10700]4)_2 Tissue Lt560CH?2) C5604008 767.06 67,190
962| Level C-FESAEM(EE 10700]4)_3 Tissue Lt560CH?2) C5604008 767.06 67,190
963| Level D-AEBLEHM(ZE 1~97H) Tissue Lt5602H(1) C5605008 1,291.33 113,120
964| Level D-AEFZLEM(EE 10~157H) Tissue Lt5602H2) C5606008 1,626.87 142,510
965| Level D-AGSAEM(ZE 16710|4) Tissue Lt5602H(3) C5607008 1,898.35 166,300
966| Levetiracetam Serum +532C}4) D534944C 571.84 50,090
967| LH Serum 370Lt D3702033 120.66 10,570
968| LH (RIA) Serum F370LFF D3703017 135.60 11,880
969| LHON type 43 EDTA W/B Lt580CH1) C580623C 1,992.83 174,570
970] LHON type(MT-ND4, MT-ND6, MT-ND1 gene) EDTA W/B Lt580CH1) C580623C 1,992.83 174,570
971] Lipase Serum 3807} D3800013 30.27 2,650
972] Lipase (Fluid) Fluid 3807} D3800013 30.27 2,650
973] Lipase (RU) Urine,rando 3807} D3800013 30.27 2,650
974] Lipoprotein (a) Serum 262 D2620003 114.97 10,070
975| Lipoprotein E.P (Fluid) Fluid 265 D265000C 158.82 13,910
976| Lipoprotein EP Serum 265 D265000C 158.82 13,910
977| Listeria culture Other 5810}2) D5854003 210.70 18,460
978| Listeria culture Stool £5810}(2) D5854003 210.70 18,460
979] Lithium (Li) Serum L550LF(1) D5511123 325.17 28,480
980| Liver kidney microsome 1 Serum F798Lt D7982003 298.92 26,190
981 LMNA gene, mutation(LGMD 1B, EDMD) EDTA W/B Lt580LCH3) C580816C 4,637.14 406,210
982 Loeys-Dietz syndrome, TGFBR2 gene mutation EDTA W/B L+580CH(3) C580870C 4,637.14 406,210
983| Long QT syndrome, KCNQ1 gene mutation EDTA W/B L+580CH(3) C580852C 4,637.14 406,210
984| Lung cancer SET &AX| L5677t C567300Fetc 2,680.82 234,840
985| Lupus anticoagulant confirm Plasma(Citrat F111Lt D111200C 379.67 33,260
986( Lupus anticoagulant screening Plasma(Citrat F1117¢ D1111003 142.14 12,450
987| Lysozyme (IHC) Tissue L5677t C567300F 670.17 58,710
988 M.pneumoniae IgG Serum +587Lt(2) D587304C 171.92 15,060
989 M.pneumoniae IgM Serum +587Lt(3) D587409C 171.36 15,010
990 M.pneumoniae PCR CSF 5917} D591116C 389.36 34,110
991 M.pneumoniae PCR Bronchoalve +5917}t D591116C 389.36 34,110
992 M.pneumoniae PCR Sputum 5917} D591116C 389.36 34,110
993] M.tuberculosis MDR(RFP,INH) Bronch. SET AH| D604203Cetc 1,257.76 110,180
994 M.tuberculosis MDR(RFP,INH) Sputum SET AH| D604203Cetc 1,257.76 110,180
995| M.tuberculosis PCR 4 (Bronchi) SET &AX| D604202Cetc 628.88 55,090
996| M.tuberculosis PCR &g (Sputum) SET &AX| D604202Cetc 628.88 55,090
997] MZ2BPGi Serum 198 D1980003 599.17 52,490
998] MAG Ab Serum 812 D812000C 335.78 29,410
999] Magnesium Serum =280 D2800013 17.95 1,570
1000 Magnesium (24h U) Urine,24hrs 280 D2800013 17.95 1,570
1001 Magnesium (CSF) CSF 280 D2800013 17.95 1,570
1002| Magnesium (E=2587() Serum(Z& 280 D2800013 17.95 1,570
1003| Malaria (Blood) EDTA W/B 640K} D640900C 60.17 5,270
1004| Malaria (Slide) Slide 640K} D640900C 60.17 5,270
1005| Malaria Antigen(Rapid test) EDTA W/B 6437} D6431003 116.81 10,230
1006| Malaria P. falciparum EDTA W/B 6427} D642101C 389.36 34,110
1007| Malaria P. malariae EDTA W/B 6427t D642101C 389.36 34,110
1008| Malaria P. ovale EDTA W/B 6427} D642101C 389.36 34,110
1009| Malaria P. vivax EDTA W/B 6427} D642101C 389.36 34,110
1010 Malaria PCR M & EDTA W/B 6427t D642101C 389.36 34,110
1011 Manganese (24h U) Urine,24hr L550LF(1) D5511133 325.17 28,480
1012 Manganese (EDTA W/B) EDTA W/B L550LF(1) D5511133 325.17 28,480
1013] Manganese (Heparin W/B) Heparin W/B =550Lt(1) D5511133 325.17 28,480
1014] Manganese (RU) Urine,rando =550LF(1) D5511133 325.17 28,480
1015] Manganese (W/B) EDTA =550LF(1) D5511133 325.17 28,480
1016| Marfan syndrome,FBN1 gene mutation EDTA W/B Lt580Ck(5) C581011C 11,030.45 966,270
1017] Masson's Trichrome Stain Tissue Lt563 C5630008 196.47 17,210
1018] MAST 625 (Food) Serum L745Lt D746000C 1,182.97 103,630
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1019 MAST 62Z(Inhalant) Serum LF745Lt D746000C 1,182.97 103,630
1020] MAST 93&5(5%) Serum L745Lt D746000C 1,182.97 103,630
1021 MAT1A gene, mutation EDTA W/B Lt580CH?2) C580748C 3,166.78 277,410
1022| MBG EDTA W/B 3067} D3061003 79.32 6,950
1023] Measles IgG (Rubeola) Serum 654LF(1) D654211C 199.61 17,490
1024| Measles IgG(Rubeola)_& AtXt Serum L654Lk(1) D654211C 199.61 17,490
1025| Measles IgM (Rubeola) Serum 654L+2) D654311C 179.14 15,690
1026 MELAS major mutation(MT-TL1 gene) EDTA W/B Lt580CH1) C580608C 1,992.83 174,570
1027| MENT1 gene mutation EDTA W/B Lt580CH2) C580721C 3,166.78 277,410
1028] Menkes disease, ATP7A EDTA W/B Lt580CH4) C580903C 7,255.90 635,620
1029] Mercury (24h U) Urine,24hr 550LF(1) D5511103 325.17 28,480
1030 Mercury (EDTA W/B) EDTA W/B 550LF(1) D5511103 325.17 28,480
1031| Mercury (Heparin W/B) Heparin W/B 550LF(1) D5511103 325.17 28,480
1032 Mercury (RU) Urine,rando 550LF(1) D5511103 325.17 28,480
1033| Mercury (W/B) EDTA 550LF(1) D5511103 325.17 28,480
1034 MERRF major mutation(MT-TK gene) EDTA W/B Lt580CH1) C580624C 1,992.83 174,570
1035 MERS-CoV Real-Time PCR (2 0) Sputum 6582} D658403C 815.29 71,420
1036/ MERS-CoV Real-Time PCR (2 0) Pharyngea 6582} D658403C 815.29 71,420
1037] Met Hb EDTA W/B 530 D5300013 46.83 4,100
1038] Metanephrine(24h U) Urine,24hr 3512} D351404C 447.20 39,170
1039] Metanephrine,total Urine,24hr +3512t D351404C 447.20 39,170
1040 Methotrexate (MTX) Serum 532L42) D5333283 188.13 16,480
1041| Methylmalonic acid &2 Plasma(EDTA 515LC(1) D515301C 590.04 51,690
1042| Methylmalonic acid &2 Urine,rando =515CH1) D515301C 590.04 51,690
1043| Methylmalonic acid ¥ & Urine,24hrs =515CH1) D515301C 590.04 51,690
1044| Microalbumin (24h U) Urine,24hrs 3001} D3002003 193.53 16,950
1045| Microalbumin (24h U) Urine,24hrs 3001t D3002003 193.53 16,950
1046] Microalbumin (CSF) CSF 3001t D3002003 193.53 16,950
1047] Microalbumin (RU) Urine,rando +300Lt D3002003 193.53 16,950
1048| Microalbumin(24h U)-RIA Urine,24hrs 3001k D3003007 128.93 11,290
1049] Microalbumin(RU) Urine,rando +300Lt D3002003 193.53 16,950
1050] Microalbumin(RU)(10) Urine,rando 300LF D3002003 193.53 16,950
1051] Microalbumin(RU)(24) Urine,rando 300LF D3002003 193.53 16,950
1052] Microalbumin(RU)(4) Urine,rando +300Lt D3002003 193.53 16,950
1053] Microalbumin(RU)-RIA Urine,rando +300LtFE D3003007 128.93 11,290
1054] Microscopic examination Urine,rando £2207t D2201013 13.98 1,220
1055| Milk allergy (3%) D7440013etc001 548.97 48,090
1056 Mirtazapine Serum L+532CH4) D534953C 571.84 50,090
1057| Mitochondrial Ab Serum L797Ct D7973003 115.74 10,140
1058| Mitochondrial Ab & Serum L797Ct D7973003 115.74 10,140
1059] Mitochondrial DNA full sequencing EDTA W/B C580622Cetc 5,978.42 523,710
1060{ Mixing test-aPTT Plasma(Citrat 103 D103002C 168.93 14,800
1061| Mixing test-PT Plasma(Citrat 103 D103002C 168.93 14,800
1062 MLH1 (IHC) Tissue L5677t C567300F 670.17 58,710
1063| MLL2 gene mutation EDTA W/B Lt580LCH(5) C581016C 11,030.45 966,270
1064| Modified Hodge test Media(HH & F5812H1)F D5842003 115.20 10,090
1065 MPG(Mean Plasma Glucose) EDTA W/B 3067} D3061003 79.32 6,950
1066] MPL gene mutation(full) EDTA W/B Lt580LCH3) C580856C 4,637.14 406,210
1067| MPL gene W515 mutation B.M Lt583LCH(1) C583308C 1,416.05 124,050
1068| MPL gene W515 mutation EDTA W/B Lt583CH(1) C583308C 1,416.05 124,050
1069 MPO Ab (P-ANCA) Serum L7957} D795103C 174.78 15,310
1070 MRSA culture (Other) Other +5810}(2) D5854003 210.70 18,460
1071 MRSA culture (Stool) Stool +5810}(2) D5854003 210.70 18,460
1072 MSAFP Serum F421Lt D2420023 92.31 8,090
1073 MSH2 (IHC) Tissue L5677t C567300F 670.17 58,710
1074] MSH6 (IHC) Tissue L5677t C567300F 670.17 58,710
1075] MSI(Microsatellite Instability) Paraffin Lt583Lt(2) C583201C 3,002.73 263,040
1076] MSI(Microsatellite Instability) Slide Lt583Lt(2) C583201C 3,002.73 263,040
1077| MT-APT6 gene mutation EDTA W/B L+580Ck(1) C580622C 1,992.83 174,570
1078] MTHFR 1298A>C EDTA W/B Lt580L+(2)(7h C580210C 512.75 44,920
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1079 MTHFR 677C/T EDTA W/B Lt580Lt(2)(7h C580210C 512.75 44,920
1080 Mucin clot test Joint fluid 032C}F D0323003 14.61 1,280
1081] Mucopolysaccharidosis Urine,rando 513CF D513300C 1,014.60 88,880
1082 Mucopolysaccharidosis | 2%l Heparin W/B F5177H2) D517301C 1,081.95 94,780
1083| Mucopolysacchradosis & Urine,rando F513Lt D5132003 76.18 6,670
1084| Multiple epiphyseal dysplasia, MATN3 EDTA W/B Lt580CH2) C580719C 3,166.78 277,410
1085 Mumps IgG Serum L654L(1) D654212C 199.61 17,490
1086] Mumps IgG (CSF) CSF L654Lk(1) D654212C 199.61 17,490
1087 Mumps IgM Serum 654L+2) D654312C 179.14 15,690
1088 Mumps IgM (CSF) CSF 654L+2) D654312C 179.14 15,690
1089 Mumps RT-PCR CSF 658Lt D658203C 520.33 45,580
1090 MUT gene mutation EDTA W/B L}580LCH3) C580859C 4,637.14 406,210
1091 Mycophenolic acid Plasma(EDTA +532LC}4) D534955C 571.84 50,090
1092 Mycoplasma Ab Serum L-584L} D1582133 60.02 5,260
1093] Mycoplasma genitalium PCR Urine,rando 5917} D591110C 389.36 34,110
1094] Mycoplasma genitalium PCR HPV/STD 5917} D591110C 389.36 34,110
1095 Mycoplasma hominis PCR Urine,rando 5917} D591111C 389.36 34,110
1096] Mycoplasma hominis PCR HPV/STD 5917} D591111C 389.36 34,110
1097 MYH7 gene, mutation EDTA W/B Lt580LCH4) C580932C 7,255.90 635,620
1098 Myoglobin Serum 4011t D4012003 172.40 15,100
1099 Myoglobin (IHC) Tissue L5677t C567300F 670.17 58,710
1100] Myoglobin (RU) Urine,rando L4011t D4012003 172.40 15,100
1101] Myotonic dystrophy1,DMPK EDTA W/B Lt5802t C581104C 1,185.74 103,870
1102| Myotonic dystrophy1,DMPK gene EDTA W/B Lt580L+(2)(LH) C580311C 1,274.65 111,660
1103| N.gonorrhoeae culture (RU) Urine,rando =5810k(1) D5851003 199.45 17,470
1104] N.gonorrhoeae culture (Vaginal) Vaginal =5810k(1) D5851003 199.45 17,470
1105] NAG Urine,rando 226 D2260003 116.23 10,180
1106] Napsin A(IHC) Tissue L5677t C567300F 670.17 58,710
1107| Neisseria gonorrhoeae PCR HPV/STD +5917t D591112C 389.36 34,110
1108| Neisseria gonorrhoeae PCR Urine,rando +5917}t D591112C 389.36 34,110
1109] Neutrophil respiratory Burst test DHR EDTA W/B =760Ct D176301C 487.30 42,690
1110| NF1 R 7ES5HA EDTA W/B Lt580CH C580500C 1,992.83 174,570
1111] NF2 gene mutation EDTA W/B L}580LCH3) C580861C 4,637.14 406,210
1112] NGAL, quantitative test Urine,rando £234Lt D2342003 555.01 48,620
1113] N-GY Ascitic fluid Lt5627H2)F C5627008 144.05 12,620
1114 N-GY Thyroid Lt5627H3) C5623008 207.17 18,150
1115 N-GY Ascitic fluid Lt5627H(2) C5622008 138.30 12,120
1116] N-GY Slide Thyroid Lt5627H(3) C5623008 207.17 18,150
1117] N-GY Slide (Tissue) Tissue Lt5627H3) C5623008 207.17 18,150
1118| Nickel Serum(Z& L550LF(1) D5511143 325.17 28,480
1119| Nickel (RU) Urine,rando L550LF(1) D5511143 325.17 28,480
1120] NIPBL gene mutation(CdLS) EDTA W/B L}580LCH(5) C581012C 11,030.45 966,270
11211 NK cell EDTA W/B L081L} D081200C 486.76 42,640
1122 NK cell Other 764 D764000C 486.76 42,640
1123] NK M| =2 X391 | 220} HEE| 7637} D7631003 616.94 54,040
1124 NK MZZAXZ QT 220 S AMK} HE887| +7637t D7631003 616.94 54,040
1125] NMP22 Uring,rando F422Lt D2222023 229.77 20,130
1126 Norepinephrine (24h U) Urine,24hrs 3512} D351405C 447.20 39,170
1127 Norepinephrine (24h U) Urine,24hrs 3512} D351405C 447.20 39,170
1128| Norepinephrine (P) Plasma(EDTA +£3512t D351405C 447.20 39,170
1129] Norepinephrine(P) Plasma(EDTA +£3512t D351405C 447.20 39,170
11301 Normetanephrine(24h U) Urine,24hrs =3512f D351406C 447.20 39,170
1131| Norovirus Ag Stool 6547} D654108C 160.26 14,040
1132] Norovirus Ag & Rotavirus Ag D654108Cetc 320.55 28,080
1133] NPMT1 gene mutation B.M Lt583LCH(1) C583305C 1,416.05 124,050
1134] NPMT1 gene mutation EDTA W/B Lt583LCH(1) C583305C 1,416.05 124,050
1135 NROB1 gene, mutation EDTA W/B Lt580LCH2) C580723C 3,166.78 277,410
1136] N-RAS EXON 2,3 Slide Lt583LCH?2) (C583402C 1,656.78 145,130
1137] NRAS T XS ¢ #0|(exon 2,34) Tissue(Slide) Lt583CH?2) €583402C 1,656.78 145,130
1138] NRAS T XS ¢ #0|(exon 2,34) Paraffin Lt583CH?2) €583402C 1,656.78 145,130
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1139] NSD1 gene mutation EDTA W/B Lt580CH4) C580913C 7,255.90 635,620
1140] NSE Serum 438 D4381003 212.35 18,600
1141] NSE(ANBE) stain B.M +084 D084103C 103.23 9,040
1142] N-Telopeptide (NTx) Urine,rando 501 D5010023 151.31 13,250
1143] NT-proBNP Serum 4061t D4062013 524.10 45,910
1144] NT-proBNP (EDTA P) Plasma(EDTA 4061t D4062013 524.10 45,910
1145] NTRK1 gene mutation EDTA W/B Lt580LCH3) C580863C 4,637.14 406,210
1146] NUDT15 genotyping EDTA W/B Lt580CH1) C580640C 1,992.83 174,570
1147| O.tsutsugamushi Ab Serum L-584L} D1582253 60.02 5,260
1148] O.tsutsugamushi Ab(IFA) Serum 587L+(2) D587308C 171.92 15,060
1149| Occult blood 82 Stool 0312k3) D0320003 60.32 5,280
1150| Occult blood &g Stool F0312H2) D0319003 43.22 3,790
1151] Oligoclonal Band IgG Serum F474 D474000C 217.56 19,060
1152] Oligoclonal band IgG (CSF) CSF F474 D474000C 217.56 19,060
1153] OPA1 gene mutation EDTA W/B Lt580CH4) C580934C 7,255.90 635,620
1154] Organic acid Plasma(Hepa 515CkQ2) D515400C 2,232.13 195,530
1155] Organic acid (EDTA P) Plasma(EDTA 515CkQ2) D515400C 2,232.13 195,530
1156] Organic acid (RU) Urine,rando 515CkQ2) D515400C 2,232.13 195,530
1157] Osmolality Serum 282 D2820003 45.73 4,010
1158] Osmolality (RU) Urine,rando 282 D2820003 45.73 4,010
1159 Osmotic fragility Heparin W/B +0547}t D054103C 108.14 9,470
1160] Osteocalcin Serum 503 D5030013 182.77 16,010
1161] OTC deficiency EDTA W/B Lt580CH2) C580749C 3,166.78 277,410
1162| OTC gene mutation EDTA W/B Lt580CH2) C580749C 3,166.78 277,410
1163| Other blood type (Kell &&) EDTA W/B 152 D152003C 75.26 6,590
1164| Other blood type (P1 & &) EDTA W/B 152 D152007C 75.26 6,590
1165] Ova.parasite Stool F640Lt D6402003 25.82 2,260
1166]| Ova.parasite (Other) Other 6401t D6402003 25.82 2,260
1167| Ova.parasite(scotch) Other +640LCt D6403003 23.68 2,070
1168] Oxalic acid (24h U) Urine,24hrs 515LC(1) D515302C 590.04 51,690
1169] Oxalic acid (RU) Uring,rando 515LC(1) D515302C 590.04 51,690
1170] Oxcarbazepine metabolite(MHD) Serum +=532CH4) D534961C 571.84 50,090
1171| P.B Cell Morphology (PBS) EDTA W/B 051 D051000C 111.94 9,810
1172| P.B Cell Morphology (PBS) Slide 051 D051000C 111.94 9,810
1173| P.carinii @& &M Sputum 5807} D5801003 43.12 3,780
1174|  P.carinii &M Bronchoalve 5807t D5801003 43.12 3,780
1175| P.westermani Ab(S%)(S) Serum F641LE(1) D264207C 225.14 19,720
1176] p16 (IHC) Tissue L5677t C567300F 670.17 58,710
1177] p40 (IHC) Tissue L5677t C567300F 670.17 58,710
1178| P504S(AMACR) (IHC) Tissue L5677t C567300F 670.17 58,710
1179] p53 (IHC) Tissue L5677t C567300F 670.17 58,710
1180 p57 (IHC) Tissue L5677t C567300F 670.17 58,710
1181 p63 (IHC) Paraffin L5677t C567300F 670.17 58,710
1182 p63 (IHC) Tissue L5677t C567300F 670.17 58,710
1183] PABPN1 gene mutation (OPMD) EDTA W/B Lt580LCH1) C580609C 1,992.83 174,570
1184| PAH gene, mutation(phenylketonuria) EDTA W/B L+580CH3) C580821C 4,637.14 406,210
1185] PA-inhibitor 1 Plasma(Citrat F127Lt D1272003 152.01 13,320
1186| Pancreatic amylase Serum +=3807t D3800033 30.27 2,650
1187| PAP solution Cervix cell Lt5627k(1) C5621008 118.13 10,350
1188| PAP(EH|ZE) 2H|Z 430 D4300023 148.93 13,050
1189| Paragonimus westermani (H&%)(CSF CSF F641LE(1) D264207C 225.14 19,720
1190 Paragonimus westermani (H &%) FIU|d) Fluid F641LE(1) D264207C 225.14 19,720
1191| Paragonimus westermani(| &% 2t Sputum 6402t D6404003 47.90 4,200
1192| Parainfluenza 1,2,3 Ag (Other) Other L6557} D655110C 160.26 14,040
1193| Parainfluenza 1,2,3 Ag (Sputum) Sputum +6557t D655110C 160.26 14,040
1194 Parainfluenza 1,2,3 Ag (Throat) Throat swab +6557t D655110C 160.26 14,040
1195| Parainfluenza 1,2,3 rapid culture (Other) Other =6527t D652100C 578.61 50,690
1196| Parainfluenza 1,2,3 rapid culture (Sputum) Sputum =6527t D652100C 578.61 50,690
1197| Parainfluenza 1,2,3 rapid culture (Throat) Throat swab =6527t D652100C 578.61 50,690
1198| Paraquat Serum 532CH_2) D5343593 311.40 27,280
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1199| Parasite Ab IgG 435 (S) Serum D264202Cetc 900.46 78,880
1200| Parietal cell Ab Serum 809 D8090003 83.33 7,300
1201 PARK2 gene, mutation(juvenile Parkinson EDTA W/B Lt580CH3) C580822Cetc002 14,553.31 1,309,210
1202| Parkinson disease;PARK2 gene EDTA W/B Lt580CH3) C580822C 4,637.14 406,210
1203| Parvo B19 PCR H& EDTA W/B +6580F D658504C 792.13 69,390
1204| Parvovirus B19 PCR EDTA W/B 6587} D658110C 389.36 34,110
1205| Parvovirus B19 PCR Other 6587} D658110C 389.36 34,110
1206| PAS stain B.M 084 D084102C 103.23 9,040
1207| PAX5 (IHC) Tissue L5677t C567300F 670.17 58,710
1208 PAX6 gene mutation (Aniridia) EDTA W/B Lt580CH3) C580823C 4,637.14 406,210
1209| PAX6 gene mutation_7t&3 EDTA W/B Lt580CH C580500C 1,992.83 174,570
1210 PCCA gene,mutation EDTA W/B Lt580CH4) C580915C 7,255.90 635,620
1211 PCCB gene, mutation EDTA W/B Lt580CH3) C580824C 4,637.14 406,210
1212| PDGFRA exon(12,14,18) Slide L}583CH3) C583501C 1,897.52 166,220
1213| PDGFRA gene mutation Paraffin L}583CH3) C583501C 1,897.52 166,220
1214| PD-L1 Concentrate 22C3 (7|Ete) Tissue L5677t C567300F 670.17 58,710
1215 PD-L1 IHC 22C3 pharmDx (CPS Tissue Lt567Lt C567401F 825.15 72,280
1216] PD-L1 IHC 22C3 pharmDx (TPS) Tissue Lt567Lt C567401F 825.15 72,280
1217| PD-L1 IHC 22C3 pharmDx (785 &) Tissue Lt567Lt C567401F 825.15 72,280
1218 PDW EDTA W/B 000} D0002063 11.31 990
1219] PDW EDTA W/B 000} D0002063 11.31 990
1220| Pepsinogen I/l ratio (Gastropanel) D4270003etc 297.03 26,020
1221| Perforin profile,Flow cytometry EDTA W/B D081200Cetc006 1,460.27 127,920
1222| Peroxidase stain B.M 084 D084108C 103.23 9,040
1223| Peutz-Jeghers syndrome,STK11 EDTA W/B Lt580CH2) C580731C 3,166.78 277,410
1224] pH (CSF) CSF LF032A} D0327003 57.13 5,000
1225| pH (Fluid) Fluid LF032A} D0327003 57.13 5,000
1226] pH (RU) Uring,rando L225L¢ D2253003 21.32 1,870
1227| Phencyclidine Urine,rando =532Lk(1) D5331393 98.79 8,650
1228| Phenobarbital Serum 532L42) D5333343 188.13 16,480
1229| Phenytoin Serum 532L42) D5333363 188.13 16,480
1230| PHEX gene mutation EDTA W/B Lt580LCH4) C580917C 7,255.90 635,620
1231| Phospholipid Serum 2607t D2261003 28.72 2,520
1232| Phospholipid 1gG Serum L7897+2) D789202C 240.58 21,070
1233| Phospholipid 1gG Plasma(Citrat L7897+2) D789202C 240.58 21,070
1234| Phospholipid IgM Serum 7897}+2) D789203C 240.58 21,070
1235| Phospholipid IgM Plasma(Citrat L7897+2) D789203C 240.58 21,070
1236| Phosphorus (24h U) Urine,24hrs 280 D2800043 17.95 1,570
1237| Phosphorus (CSF) CSF 280 D2800043 17.95 1,570
1238| Phosphorus (Pi) Serum 280 D2800043 17.95 1,570
1239| Phosphorus (RU) Urine,rando =280 D2800043 17.95 1,570
1240| Phytanic acid Plasma(EDTA 518 D518002C 1,337.91 117,200
1241| Pipecolic acid Plasma(EDTA 518 D518003C 1,337.91 117,200
1242| PIVKA-II Serum 426 D4260003 157.18 13,770
1243 PKAN;PANK2 gene mutation EDTA W/B Lt580LCH?2) C580724C 3,166.78 277,410
1244 PKD1 gene mutation EDTA W/B Lt580LCH(5) C581017C 11,030.45 966,270
1245 PKD2 gene mutation EDTA W/B Lt580LCH3) C580864C 4,637.14 406,210
1246| Plasma Hb Plasma(Hepa 059 D0590003 47.98 4,200
1247] Plasma Hb Plasma(EDTA 059 D0590003 47.98 4,200
1248| Plasminogen Plasma(Citrat =1267} D1261003 119.43 10,460
1249| Platelet EDTA W/B L000L} D0002073 11.31 990
1250| Platelet EDTA W/B L000L} D0002073 11.31 990
1251| Platelet (Citrate W/B) Citrate W/B L000L} D0002073 11.31 990
1252| Platelet Ab Serum L791Ct D791300C 230.63 20,200
1253| Platelet associated 1gG EDTA W/B L792Ct D792300C 230.63 20,200
1254| PML/RARA rearrangement PCR 32 EDTA W/B Lt583LH(1) C583122C 1,352.44 118,470
1255| PML/RARA rearrangement PCR & B.M LE583LE(1) C583122C 1,352.44 118,470
1256 PML/RARA rearrangement PCR &4 B.M LE583LE(1) C583108C 1,352.44 118,470
1257 PML/RARA rearrangement PCR d4 EDTA W/B Lt583LF(1) C583108C 1,352.44 118,470
1258| PMP22 gene mutation(CMT1E) EDTA W/B Lt580LCH1) C580610C 1,992.83 174,570
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1259] PMP22 gene mutation(CMT1E) EDTA W/B Lt580CH1) C580610C 1,992.83 174,570
1260] PMS2 (IHC) Tissue L5677t C567300F 670.17 58,710
1261| Pneumococcus Ag Urine,rando +584Lt D1584023 99.86 8,750
1262| Pneumocystis jirovecii(P.carinii) PCR Other +6237t D623102C 389.36 34,110
1263] Pneumocystis jirovecii(P.carinii) PCR CSF F6237} D623102C 389.36 34,110
1264| Pneumocystis jirovecii(P.carinii) PCR Fluid 6237} D623102C 389.36 34,110
1265| Pneumocystis jirovecii(P.carinii) PCR Bronchoalve +£6237} D623102C 389.36 34,110
1266| Pneumocystis jirovecii(P.carinii) PCR Sputum 6237} D623102C 389.36 34,110
1267| Polyoma(BKV,JCV)PCR (P) SET AH| D658102Cetc002 778.77 68,220
1268| Polyoma(BKV,JCV)PCR (RU) SET AH| D658102Cetc002 778.77 68,220
1269| Porphobilinogen 82 Urine,rando F516Lt D5163003 178.16 15,610
1270| Porphobilinogen 32 Urine,24hrs F516Lt D5163003 178.16 15,610
1271| Porphobilinogen 8-d Urine,rando £5167H(1) D5161003 13.62 1,190
1272| Porphyrin 84 Urine,rando F5167H(1) D5161003 13.62 1,190
1273| Porphyrin 84 EDTA W/B +5167H(1) D5161003 13.62 1,190
1274| Posaconazole Serum +532LC}4) D534968C 571.84 50,090
1275| Post-Transplant STR EDTA W/B L}583Lt(2) C583202C 3,002.73 263,040
1276| Post-Transplant STR B.M L}583Lt(2) C583202C 3,002.73 263,040
1277| Potassium (24h U) Urine,24hrs 280 D2800063 17.95 1,570
1278| Potassium (CSF) CSF 280 D2800063 17.95 1,570
1279] Potassium (K) Serum 280 D2800063 17.95 1,570
1280] Potassium (RU) Urine,rando =280 D2800063 17.95 1,570
1281| Potassium (B35 &7]) Serum(Z& 280 D2800063 17.95 1,570
1282| PR3 Ab (C-ANCA) Serum L7957} D795104C 174.78 15,310
1283 PRA &7 A AH(Class-I) Serum 843L+(2) D843400C 1,227.05 107,490
1284| PRA &7 A AH(Class-I) Serum 843L+(2) D843400C 1,227.05 107,490
1285 PRA A AH(Class-I) Serum L843LK(1) D843300C 752.18 65,890
1286| PRA MHZAAK(Class-I) Serum L843LK(1) D843300C 752.18 65,890
1287| Prader-Willi/Angelman syndrome EDTA W/B Lt580L+(2)(L) C580313C 1,274.65 111,660
1288| Prader-Willi/Angelman syndrome PCR EDTA W/B Lt580L+(2)(LH) C580313C 1,274.65 111,660
1289| Prealbumin Serum F471 D4710023 83.63 7,330
1290 Pre-Transplant STR B.M L}583Lt(2) C583202C 3,002.73 263,040
1291| Pre-Transplant STR EDTA W/B Lt583LH(2) C583202C 3,002.73 263,040
1292| PRF1 gene mutation EDTA W/B Lt580LCH2) C580725C 3,166.78 277,410
1293| Procalcitonin ™ &F Serum F014Lt D0142003 329.06 28,830
1294] Procollagen 1 N-terminal(P1NP) Serum 503 D5030023 182.77 16,010
1295| Progesterone Serum =371 D3710083 141.67 12,410
1296| Progesterone Receptor (IHC) Tissue Lt5677t C567300F 670.17 58,710
1297| Progesterone,RIA Serum 3713 D3711067 162.88 14,270
1298| ProGRP Plasma(EDTA F441 D4410003 314.90 27,590
1299] Prolactin Serum 341 D3410003 120.26 10,530
1300| Prostate adenocarcinoma SET &AX| L5677t C567300Fetc003 1,340.41 117,420
1301| Prostatic acid phosphatase(PAP) Serum 430 D4300023 148.93 13,050
1302| Protein C activity (Functional) Plasma(Citrat $1147t D1141003 149.19 13,070
1303| Protein C Ag(Immunological) Plasma(Citrat S114Lt D1142003 165.60 14,510
1304| Protein C,PROC gene mutation EDTA W/B Lt580LCH?2) C580750C 3,166.78 277,410
1305| Protein C,PROC gene mutation B.M L+580CH?2) C580750C 3,166.78 277,410
1306| Protein E.P (24h U) Urine,24hrs LF473LE D473201C 139.70 12,240
1307| Protein E.P (CSF) CSF LF473LE D473201C 139.70 12,240
1308| Protein E.P (Fluid) Fluid LF473LE D473201C 139.70 12,240
1309| Protein E.P (RU) Uring,rando LF473LE D473201C 139.70 12,240
1310] Protein E.P (Serum) Serum 4737} D473101C 127.05 11,130
1311] Protein S activity (Functional) Plasma(Citrat £1157t D1151003 142.56 12,490
1312| Protein S Ag(Immunological) Plasma(Citrat £115Lt D1152003 157.12 13,760
1313] Protein S(free) Plasma(Citrat L115LF D1152003 157.12 13,760
1314] Protein S1,PROS1 gene mutation(Sequencing) EDTA W/B L+580CH3) C580865C 4,637.14 406,210
1315| Protein total Serum +1847t D1840003 14.69 1,290
1316] Protein total (24h U) Urine,24hrs 1847} D1840003 14.69 1,290
1317| Protein total (CSF) CSF 1847} D1840003 14.69 1,290
1318| Protein total(Fluid) Fluid 1847} D1840003 14.69 1,290




20213 2 3AE Y fIHEIMSE 353/2% HE7h

NO. T ANER

=Rz Hg3c 7K " 5 A7t
1319| Protein total(Other) Other 1847} D1840003 14.69 1,290
1320| Protein total(RU) Urine,rando 1847} D1840003 14.69 1,290
1321| Prothrombin G20210A mutation EDTA W/B Lt580Lt(2)(7h C580216C 512.75 44,920
1322| Prothrombin Time Plasma(Citrat +~100CF D1003003 21.84 1,910
1323] Protozoa cyst trophozoyte (Other) Other F640A} D6407003 41.76 3,660
1324| Protozoa cyst trophozoyte (Stool) Stool F640A} D6407003 41.76 3,660
1325] PRRT2 gene mutation EDTA W/B Lt580CH?2) C580751C 3,166.78 277,410
1326] PSA Serum 430 D4300033 148.93 13,050
1327] PSA (IHC) Paraffin L5677t C567300F 670.17 58,710
1328| PSA (IHC) Tissue L5677t C567300F 670.17 58,710
1329] PTEN gene mutation EDTA W/B Lt580CH?2) C580752C 3,166.78 277,410
1330] PTH-intact(Other) Other 502 D5020013 182.77 16,010
1331| PTH-intact(P) Plasma(EDTA 502 D5020013 182.77 16,010
1332| PTH-intact(S) Serum 502 D5020013 182.77 16,010
1333] PTPN11 gene mutation (Noonan syndrome) EDTA W/B L}580LCH3) C580827C 4,637.14 406,210
1334| PTPN11 gene 7t & AH(Noonan) EDTA W/B L}580CHE C580500C 1,992.83 174,570
1335| PTPN11 gene 7t& & ZAHNoonan) EDTA W/B L}580CHFE C580500C 1,992.83 174,570
1336 Pyruvic acid Pyruvic A 5157} D5151033 184.02 16,120
1337| Quad test(E7]) Serum D2420023etc001 687.56 60,230
1338| Quetiapine Serum +532CH4) D534974C 571.84 50,090
1339| R.Stool examination SET &AX| D6402003etc-1 86.07 7,540
1340| R.typhi;Murine (IFA) Serum L587L+(2) D587307C 171.92 15,060
1341| RB1 gene mutation EDTA W/B Lt580LCH4) C580918C 7,255.90 635,620
1342] RBC EDTA W/B 000} D0002033 11.31 990
1343 RDW EDTA W/B 000} D0002023 11.31 990
1344| Real time major BCR-ABL(IS) & & EDTA W/B Lt583LH(1) C583116C 1,352.44 118,470
1345 Real time major BCR-ABL(IS) & & B.M Lt583LH(1) C583116C 1,352.44 118,470
1346| Renal stone(Physical) Stone 0307t D030101C 280.17 24,540
1347] Renin activity Plasma(EDTA 3547t D3541007 171.23 15,000
1348| Renin activity (LC-MS/MS) Plasma(EDTA 354L} D354200C 447.20 39,170
1349 RET gene mutation EDTA W/B Lt580CH2) C580726C 3,166.78 277,410
1350 Reticulin stain Slide 084 D084101C 103.23 9,040
1351| Reticulocyte count EDTA W/B L050LF D0502013 18.55 1,620
1352| Reticulocyte count EDTA W/B L050LF D0502013 18.55 1,620
1353] Reticulocyte production index(RPI) EDTA W/B D0502013etc 29.79 2,610
1354| RETT syndrome, MECP2 gene analysis EDTA W/B Lt580LCH?2) C580720C 3,166.78 277,410
1355 RF ®& Serum F781Lt D7813003 95.90 8,400
1356] RF M Serum F7817H(1) D7811003 20.68 1,810
1357] r-GTP Serum 1897t D1890003 37.49 3,280
1358| r-GTP (Fluid) Fluid 1897t D1890003 37.49 3,280
1359] Rh Ab titer Plasma(EDTA +157 D157000C 93.33 8,180
1360 Rh Ab titer Serum 157 D157000C 93.33 8,180
1361| Rh subtype EDTA W/B 151Ck D151300C 117.08 10,260
1362| Ribosomal P Ab Serum L-785Lt D785203C 335.78 29,410
1363| Risperidone & metabolites Serum +=532CH4) D534975C 571.84 50,090
1364| RNF213 gene,R4810K mutation EDTA W/B Lt580LCH1) C580629C 1,992.83 174,570
1365] RNP Ab Serum L-785Lt D785204C 335.78 29,410
1366 ROS1 gene, Fusion Slide L}583LH(1) C583129C 1,352.44 118,470
1367| Rotavirus Ag Stool L6547} D654110C 160.26 14,040
1368 RPR EH Serum 691Ct D6913003 20.75 1,820
1369| RSV Ag (Other) Other L6557} D655111C 160.26 14,040
1370] RSV Ag (Sputum) Sputum 6557} D655111C 160.26 14,040
1371] RSV Ag (Throat) Throat swab L6557} D655111C 160.26 14,040
1372| RSV IgG Serum 654LH(1) D654216C 199.61 17,490
1373] RSV IgM Serum £654L1(2) D654316C 179.14 15,690
1374| RSV rapid culture (Fluid) Fluid 6527} D652100C 578.61 50,690
1375| RSV rapid culture (Other) Other £6527t D652100C 578.61 50,690
1376] RSV rapid culture (Sputum) Sputum £6527t D652100C 578.61 50,690
1377] RSV rapid culture (Throat) Throat swab +6527t D652100C 578.61 50,690
1378| RTT;MECP2 gene mutation EDTA W/B Lt580C}2) C580720C 3,166.78 277,410
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1379] Rubella IgG Serum 654LF(1) D654218C 199.61 17,490
1380] Rubella IgG avidity Serum F654LH1F D654400C 469.77 41,150
1381] Rubella IgM Serum F654L+2) D654318C 179.14 15,690
1382| Rubella RT PCR Other 658Lf D658204C 520.33 45,580
1383| Rubella RT PCR EDTA W/B 658Lf D658204C 520.33 45,580
1384| Rubella RT PCR Fluid 658Lt D658204C 520.33 45,580
1385| Rubella RT PCR Amniotic 658Lt D658204C 520.33 45,580
1386] RUNX1/RUNX1T1(AML1/ETO) rearrangement EDTA W/B Lt583LH(1) C583110C 1,352.44 118,470
1387] RUNX1/RUNX1T1(AML1/ETO) rearrangement B.M Lt583LH(1) C583110C 1,352.44 118,470
1388] RUNX1/RUNX1T1(AML1/ETO) rearrangement EDTA W/B Lt583L+(1) C583123C 1,352.44 118,470
1389] RUNX1/RUNX1T1(AML1/ETO) rearrangement B.M Lt583LH(1) C583123C 1,352.44 118,470
1390| S.aureus culture Stool +5810}2) D5854003 210.70 18,460
1391| S.aureus culture Other +5810}2) D5854003 210.70 18,460
1392] S.G (CSF) CSF LF032A} D0327003 57.13 5,000
1393] S.G (Fluid) Fluid LF032A} D0327003 57.13 5,000
1394] S.G (RU) Urine,rando 225L¢ D2253003 21.32 1,870
1395] S.G(RU) Urine,rando 2257} D2251003 8.36 730
1396] S-100 Protein (IHC) Tissue L5677t C567300F 670.17 58,710
1397| S-100 Protein B Serum 476 D476000C 599.40 52,510
1398| SCC Ag Serum 439 D4390003 215.83 18,910
1399] Scl 70 Ab Serum L-785Lt D785205C 335.78 29,410
14001 SCN1A genemutation EDTA W/B Lt580LCH4) C580938C 7,255.90 635,620
14011 SCN4A gene mutation EDTA W/B Lt580LCH4) C580919C 7,255.90 635,620
1402] SCNS5A genemutation(Long QT syndrome) EDTA W/B Lt580LCH4) C580939C 7,255.90 635,620
1403| SDHB gene, mutation EDTA W/B Lt580CH2) C580755C 3,166.78 277,410
1404] SDHD gene, mutation EDTA W/B Lt580LCH1) C580632C 1,992.83 174,570
1405| Selectivity index Serum £232Lt D2322003 198.79 17,410
1406| Selenium (24h U) Urine,24hr L550LF(1) D5511173 325.17 28,480
1407| Selenium (Heparin W/B) Heparin W/B L550LF(1) D5511173 325.17 28,480
1408| Selenium (RU) Urine,rando L550LF(1) D5511173 325.17 28,480
1409] Selenium (S) Serum(B& L550LF(1) D5511173 325.17 28,480
1410] Selenium (SPC) EDTA W/B L550LF(1) D5511173 325.17 28,480
1411] Selenium (W/B) EDTA L550LF(1) D5511173 325.17 28,480
1412| Sequential test(&Z7[) Serum D2420023etc001 687.56 60,230
1413] Serotonin EDTA F444LLQ2) D444300C 447.20 39,170
1414| Serotonin Serum F444LLQ2) D444300C 447.20 39,170
1415| Sertraline Serum +532LCH4) D534977C 571.84 50,090
1416] SGCE gene mutation EDTA W/B Lt580LCH3) C580867C 4,637.14 406,210
1417] Sirolimus (Rapamycin) EDTA W/B L+532CH4) D534978C 571.84 50,090
1418| SISH HER2 Paraffin L+5832H(3) C584102C 2,411.47 211,240
1419] SLC12A3 gene mutation EDTA W/B Lt580LCH4) C580940C 7,255.90 635,620
1420] SLC25A13;Citrullinemia 2 EDTA W/B L}580LCH3) C580831C 4,637.14 406,210
1421| SLC26A4 gene mutation(PDS)[full sequencing] EDTA W/B L}580LCH3) C580868C 4,637.14 406,210
1422| SLC37A4 gene mutation EDTA W/B Lt580LCH?2) C580729C 3,166.78 277,410
1423| SLC3A1 gene mutation EDTA W/B Lt580LCH3) C580872C 4,637.14 406,210
1424] Sm(Smith) Ab Serum L-785Lt D785206C 335.78 29,410
1425] Sm/RNP Ab Serum L-785Lt D785204C 335.78 29,410
1426] SMA (IHC) Tissue L5677t C567300F 670.17 58,710
14271 SMAD4 gene, mutation (juvenile polyposis) EDTA W/B L}580CH3) C580869C 4,637.14 406,210
1428] small dense LDL cholesterol Serum 264 D2640003 791.74 69,360
1429] SMN1/SMN2 gene mutation (sequencing & EDTA W/B L+580CFH2) 2| C580730Cetc 9,220.43 829,410
1430] Smooth muscle Ab (SMA) Serum L-799C} D7993003 97.46 8,540
14311 SOD1 gene mutation EDTA W/B Lt580LCH1) C580611C 1,992.83 174,570
1432| Sodium (24h U) Urine,24hr 280 D2800023 17.95 1,570
1433] Sodium (CSF) CSF 280 D2800023 17.95 1,570
1434] Sodium (Na) Serum 280 D2800023 17.95 1,570
1435] Sodium (RU) Urine,rando =280 D2800023 17.95 1,570
1436| Soluble ST2 Serum L405L} D4050003 334.44 29,300
1437] SOS1 gene mutation EDTA W/B Lt580LCH4) C580920C 7,255.90 635,620
1438| Sparganum (13)(CSF) CSF F641LE(1) D264209C 225.14 19,720
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1439] Sparganum (ZZ)(Fluid) Fluid F641LE(1) D264209C 225.14 19,720
1440| Sparganum Ab(AI}FZ7HE)(S) Serum £641LH(1) D264209C 225.14 19,720
1441| Special stain(PAS, PA Silver) Tissue(Slide) C5630008etc 392.92 34,420
1442| Specific IgE C1(Penicilloyl G) Serum 744 D7440013 182.96 16,030
1443| Specific IgE C2(Penicilloyl V) Serum 744 D7440013 182.96 16,030
1444|  Specific IgE C202(Suxamethonium) Serum 744 D7440013 182.96 16,030
1445|  Specific IgE C5(Ampicilloyl) Serum 744 D7440013 182.96 16,030
1446| Specific IgE C6(Amoxicilloyl) Serum 744 D7440013 182.96 16,030
1447| Specific IgE C7(Cefaclor) Serum 744 D7440013 182.96 16,030
1448| Specific IgE C73(Insulin human) Serum 744 D7440013 182.96 16,030
1449| Specific IgE C74(Gelatin bovine) Serum 744 D7440013 182.96 16,030
1450| Specific IgE D1(FE A HX|ZIE7)) Serum 744 D7440013 182.96 16,030
1451| Specific IgE D2(OtH[ 2|7} HX|TIE 7)) Serum 744 D7440013 182.96 16,030
1452| Specific IgE d205(EHX|TE7|9] HET ) Serum 744 D7440013 182.96 16,030
1453| Specific IgE D3(D.microceras) Serum 744 D7440013 182.96 16,030
1454 Specific IgE D70(Acarus siro) Serum 744 D7440013 182.96 16,030
1455] Specific IgE D71(Lepidoglyphus destructor) Serum 744 D7440013 182.96 16,030
1456 Specific IgE D72(ZI & 7t& TIE7)) Serum 744 D7440013 182.96 16,030
1457| Specific IgE E1(0[H|5) Serum 744 D7440013 182.96 16,030
1458| Specific IgE E3(ZH|S) Serum 744 D7440013 182.96 16,030
1459| Specific IgE E4(2H|S) Serum 744 D7440013 182.96 16,030
1460| Specific IgE E5(7HH|S) Serum 744 D7440013 182.96 16,030
1461| Specific IgE E71(AF 4 1)) Serum 744 D7440013 182.96 16,030
1462| Specific IgE E73(Al 274 T]) Serum 744 D7440013 182.96 16,030
1463| Specific IgE E81(Y¥ A Serum 744 D7440013 182.96 16,030
1464| Specific IgE E82(E77| 44T Serum 744 D7440013 182.96 16,030
1465| Specific IgE E84(H A E{ AT Serum 744 D7440013 182.96 16,030
1466| Specific IgE E85(S &) Serum 744 D7440013 182.96 16,030
1467| Specific IgE Ex1(Epidermals & Animal proteins Serum +744 D7440013 182.96 16,030
1468| Specific IgE F1(H 2tZI Xt Serum 744 D7440013 182.96 16,030
1469| Specific IgE F10(EHH) Serum 744 D7440013 182.96 16,030
1470| Specific IgE F11(0l 2) Serum 744 D7440013 182.96 16,030
1471| Specific IgE F12(2H53) Serum 744 D7440013 182.96 16,030
1472| Specific IgE F13(E3) Serum 744 D7440013 182.96 16,030
1473| Specific IgE F14(Z) Serum 744 D7440013 182.96 16,030
1474| Specific IgE F15(&Z43) Serum 744 D7440013 182.96 16,030
1475| Specific IgE F17(8l0| & W) Serum 744 D7440013 182.96 16,030
1476| Specific IgE F18(E2t& W) Serum 744 D7440013 182.96 16,030
1477| Specific IgE F2(2]) Serum 744 D7440013 182.96 16,030
1478| Specific IgE F20(0I2 ) Serum 744 D7440013 182.96 16,030
1479| Specific IgE F202(71 % H) Serum 744 D7440013 182.96 16,030
1480| Specific IgE F203(T| AEFX|R) Serum 744 D7440013 182.96 16,030
1481| Specific IgE F205( 0f) Serum 744 D7440013 182.96 16,030
1482| Specific IgE F206(CHA 1.5 01) Serum 744 D7440013 182.96 16,030
1483| Specific IgE F207(CHEHZ=7H) Serum F744 D7440013 182.96 16,030
1484| Specific IgE F208(22) Serum F744 D7440013 182.96 16,030
1485| Specific IgE F210(Z+QI 01 S) Serum F744 D7440013 182.96 16,030
1486| Specific IgE F212(¥&0| HA) Serum £744 D7440013 182.96 16,030
1487| Specific IgE F214(A| 2 XI) Serum F744 D7440013 182.96 16,030
1488| Specific IgE F216(FHH ) Serum F744 D7440013 182.96 16,030
1489| Specific IgE F218(TtZ 2|7} Serum F744 D7440013 182.96 16,030
1490| Specific IgE F225(= 2 Serum F744 D7440013 182.96 16,030
1491| Specific IgE F23(H)) Serum F744 D7440013 182.96 16,030
1492| Specific IgE F231(F92 28) Serum F744 D7440013 182.96 16,030
1493| Specific IgE F232(\Hd &2 0l) Serum F744 D7440013 182.96 16,030
1494 Specific IgE F233(\HE 7 &) Serum F744 D7440013 182.96 16,030
1495| Specific IgE F24(A%) Serum +744 D7440013 182.96 16,030
1496| Specific IgE F244(20]) Serum £744 D7440013 182.96 16,030
1497| Specific IgE F245(%|2h Serum £744 D7440013 182.96 16,030
1498| Specific IgE F25(E0HE) Serum £744 D7440013 182.96 16,030
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1499| Specific IgE F253(%!) Serum 744 D7440013 182.96 16,030
1500 Specific IgE F254(ZHXt0]) Serum 744 D7440013 182.96 16,030
1501| Specific IgE F255(M ZAHF) Serum 744 D7440013 182.96 16,030
1502| Specific IgE F256(Z F) Serum 744 D7440013 182.96 16,030
1503| Specific IgE F258(22|11 2 ) Serum 744 D7440013 182.96 16,030
1504| Specific IgE F259(Z ) Serum 744 D7440013 182.96 16,030
1505| Specific IgE F26(=H x| 17]) Serum 744 D7440013 182.96 16,030
1506 Specific IgE F260(E2 2 E2|) Serum 744 D7440013 182.96 16,030
1507| Specific IgE F27(2|17]) Serum 744 D7440013 182.96 16,030
1508| Specific IgE F281(7t2{]) Serum 744 D7440013 182.96 16,030
1509| Specific IgE F288(=FH|2l) Serum 744 D7440013 182.96 16,030
1510| Specific IgE F290(=) Serum 744 D7440013 182.96 16,030
1511| Specific IgE F299(2) Serum 744 D7440013 182.96 16,030
1512| Specific IgE F3(EH7) Serum 744 D7440013 182.96 16,030
1513| Specific IgE F300(&H2R) Serum 744 D7440013 182.96 16,030
1514 Specific IgE F301 (persimmon) Serum 744 D7440013 182.96 16,030
1515| Specific IgE F31(& ) Serum 744 D7440013 182.96 16,030
1516| Specific IgE F313(ZX|) Serum 744 D7440013 182.96 16,030
1517] Specific IgE F323(nGal d 3 Conalbumin, Egg) Serum 744 D7440013 182.96 16,030
1518| Specific IgE F329(5=5}) Serum 744 D7440013 182.96 16,030
1519| Specific IgE F33(2HX]) Serum 744 D7440013 182.96 16,030
1520 Specific IgE F338(“t2|H]) Serum 744 D7440013 182.96 16,030
1521| Specific IgE F346(T =) Serum 744 D7440013 182.96 16,030
1522| Specific IgE F35(ZAh Serum 744 D7440013 182.96 16,030
1523| Specific IgE F352(rAra h 8 (PR-10),Peanut) Serum 744 D7440013 182.96 16,030
1524| Specific IgE F36(2 2 ) Serum 744 D7440013 182.96 16,030
1525| Specific IgE F37(8%&) Serum 744 D7440013 182.96 16,030
1526| Specific IgE F4(2 Serum 744 D7440013 182.96 16,030
1527| Specific IgE FA0(E X]) Serum 744 D7440013 182.96 16,030
1528| Specific IgE F41(2101) Serum 744 D7440013 182.96 16,030
1529| Specific IgE F416(Omega-5 Gliadin, Wheat) Serum £744 D7440013 182.96 16,030
1530| Specific IgE F419(rPru p 1 PR-10, Peach) Serum 744 D7440013 182.96 16,030
1531| Specific IgE F420(rPru p 3 LTP, Peach) Serum 744 D7440013 182.96 16,030
1532| Specific IgE F421(rPru p 4 Profilin, Peach) Serum 744 D7440013 182.96 16,030
1533| Specific IgE F422(rAra h 1, Peanut) Serum 744 D7440013 182.96 16,030
1534| Specific IgE F423(rAra h 2, Peanut) Serum 744 D7440013 182.96 16,030
1535| Specific IgE F424(rAra h 3, Peanut) Serum 744 D7440013 182.96 16,030
1536| Specific IgE F427(rAra h 9 (LTP), Peanut) Serum 744 D7440013 182.96 16,030
1537| Specific IgE F432(nGly m 6(Glycinin),Soy) Serum 744 D7440013 182.96 16,030
1538| Specific IgE F44(E7|) Serum 744 D7440013 182.96 16,030
1539| Specific IgE F441(rJug r 1, Walnut) Serum 744 D7440013 182.96 16,030
1540| Specific IgE F45(2 %) Serum 744 D7440013 182.96 16,030
1541| Specific IgE F47(0ts) Serum 744 D7440013 182.96 16,030
1542 Specific IgE F48(t) Serum F744 D7440013 182.96 16,030
1543| Specific IgE F49(Atzh) Serum F744 D7440013 182.96 16,030
1544| Specific IgE F5(= E) Serum F744 D7440013 182.96 16,030
1545| Specific IgE F50(& 1.5 01) Serum F744 D7440013 182.96 16,030
1546| Specific IgE F54(117t0}) Serum F744 D7440013 182.96 16,030
1547| Specific IgE F58(& 27 01) Serum F744 D7440013 182.96 16,030
1548| Specific IgE F59(=Z01) Serum F744 D7440013 182.96 16,030
1549| Specific IgE F6(E2) Serum F744 D7440013 182.96 16,030
1550 Specific IgE F61(20]2]) Serum F744 D7440013 182.96 16,030
1551| Specific IgE F75(Al2t=2X}) Serum F744 D7440013 182.96 16,030
1552| Specific IgE F76(2fE £ 0l) Serum F744 D7440013 182.96 16,030
1553| Specific IgE F77(HE=2222) Serum F744 D7440013 182.96 16,030
1554| Specific IgE F78(7HA| Q1) Serum F744 D7440013 182.96 16,030
1555| Specific IgE F79(= & HI) Serum F744 D7440013 182.96 16,030
1556 Specific IgE F8(S ) Serum F744 D7440013 182.96 16,030
1557| Specific IgE F80(HFSE7HXH) Serum 744 D7440013 182.96 16,030
1558| Specific IgE F81(H|CHX| =) Serum £744 D7440013 182.96 16,030
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1559 Specific IgE F82(E EX|X) Serum 744 D7440013 182.96 16,030
1560 Specific IgE F83(5{17]) Serum 744 D7440013 182.96 16,030
1561| Specific IgE F84(7| %) Serum 744 D7440013 182.96 16,030
1562| Specific IgE F85(E2{2]) Serum 744 D7440013 182.96 16,030
1563| Specific IgE F87(HE) Serum 744 D7440013 182.96 16,030
1564| Specific IgE F88(¥17]) Serum 744 D7440013 182.96 16,030
1565| Specific IgE F89(7 A Serum 744 D7440013 182.96 16,030
1566| Specific IgE FI() Serum 744 D7440013 182.96 16,030
1567| Specific IgE FO1(Y 1) Serum 744 D7440013 182.96 16,030
1568| Specific IgE F92(HILILY) Serum 744 D7440013 182.96 16,030
1569| Specific IgE FI3(77t2) Serum 744 D7440013 182.96 16,030
1570| Specific IgE F94(HH) Serum 744 D7440013 182.96 16,030
1571| Specific IgE FI5(5&0F) Serum 744 D7440013 182.96 16,030
1572| Specific IgE Fx5(Food mixes) Serum 744 D7440013 182.96 16,030
1573| Specific IgE Fx73(Meat mixes) Serum 744 D7440013 182.96 16,030
1574 Specific IgE G1(Z7|E) Serum 744 D7440013 182.96 16,030
1575| Specific IgE G2(F4HEHD) Serum 744 D7440013 182.96 16,030
1576| Specific IgE G3(22| M) Serum 744 D7440013 182.96 16,030
1577| Specific IgE G4(H 22 22| ) Serum 744 D7440013 182.96 16,030
1578 Specific IgE G5(2 ZE) Serum 744 D7440013 182.96 16,030
1579| Specific IgE G6(ZZOFAH|) Serum 744 D7440013 182.96 16,030
1580 Specific IgE G8(&ZO0IE) Serum 744 D7440013 182.96 16,030
1581 Specific IgE Gx2 (Grass pollen mixes) Serum F744 D7440013 182.96 16,030
1582| Specific IgE H1(House dust-greer)(& HX[) Serum F744 D7440013 182.96 16,030
1583| Specific IgE H2(RIHX|; Hollister stier) Serum £744 D7440013 182.96 16,030
1584| Specific IgE Hx2(House dust mixes) Serum £744 D7440013 182.96 16,030
1585| Specific IgE 11(EH:¥d=EY =) Serum 744 D7440013 182.96 16,030
1586| Specific IgE (T E:2H= LH =) Serum 744 D7440013 182.96 16,030
1587| Specific IgE 1206(0|= HF3|'Ha|) Serum 744 D7440013 182.96 16,030
1588| Specific IgE I3(ZE:EH =) Serum 744 D7440013 182.96 16,030
1589| Specific IgE 14(Z N AY =) Serum 744 D7440013 182.96 16,030
1590| Specific IgE I5(ZE: & UH =) Serum 744 D7440013 182.96 16,030
1591| Specific IgE 16(5 2 HFR| 22]) Serum £744 D7440013 182.96 16,030
1592| Specific IgE 170(=7H0]) Serum 744 D7440013 182.96 16,030
1593| Specific IgE I71(27]) Serum 744 D7440013 182.96 16,030
1594| Specific IgE K74(BF4) Serum 744 D7440013 182.96 16,030
1595| Specific IgE K75(Isocyanate TDI) Serum 744 D7440013 182.96 16,030
1596 Specific IgE K76(Isocyanate MDI) Serum 744 D7440013 182.96 16,030
1597| Specific IgE K77(Isocyanate HDI) Serum 744 D7440013 182.96 16,030
1598| Specific IgE K8O(ZEYHIS|E) Serum 744 D7440013 182.96 16,030
1599| Specific IgE K82(Latex) Serum 744 D7440013 182.96 16,030
1600 Specific Ige M1(Penicillium notatum) Serum 744 D7440013 182.96 16,030
1601| Specific IgE M11(Rhizopus nigricans) Serum 744 D7440013 182.96 16,030
1602| Specific IgE M15(Trichoderma viride) Serum 744 D7440013 182.96 16,030
1603| Specific IgE M2(Cladosporium herbarum) Serum 744 D7440013 182.96 16,030
1604| Specific IgE M205(Trichophyton rubrum) Serum 744 D7440013 182.96 16,030
1605| Specific IgE M226(S.Enterotoxin TSST) Serum F744 D7440013 182.96 16,030
1606| Specific IgE M3(A.fumigatus: =& 0| &) Serum 744 D7440013 182.96 16,030
1607| Specific IgE M4(Mucor racemosus) Serum 744 D7440013 182.96 16,030
1608| Specific IgE M5(Candida albicans) Serum F744 D7440013 182.96 16,030
1609| Specific IgE M6(Alternaria alternata) Serum 744 D7440013 182.96 16,030
1610| Specific IgE M7(Botrytis cinerea) Serum 744 D7440013 182.96 16,030
1611| Specific IgE M70(Pityrosporum orbiculare) Serum 744 D7440013 182.96 16,030
1612| Specific IgE M80(S.enterotoxin A) Serum 744 D7440013 182.96 16,030
1613| Specific IgE M81(S.enterotoxin B) Serum 744 D7440013 182.96 16,030
1614| Specific IgE M9(Fusarium proliferatum) Serum 744 D7440013 182.96 16,030
1615] Specific IgE Mx1(Mold mixes) Serum F744 D7440013 182.96 16,030
1616| Specific IgE 0215(Alpha-Gal Serum F744 D7440013 182.96 16,030
1617| Specific IgE P4(21 23] %) Serum 744 D7440013 182.96 16,030
1618| Specific IgE T1(HZ=EHE) Serum F744 D7440013 182.96 16,030
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1619| Specific IgE T10(2 FL+F) Serum 744 D7440013 182.96 16,030
1620| Specific IgE T12(H ELLF) Serum 744 D7440013 182.96 16,030
1621| Specific IgE T14(F2ILEF) Serum 744 D7440013 182.96 16,030
1622| Specific IgE T15(M Y= F2|LIF) Serum 744 D7440013 182.96 16,030
1623| Specific IgE TI6(AEZEXLLR) Serum 744 D7440013 182.96 16,030
1624| Specific IgE T17(Y 2 &LIF) Serum 744 D7440013 182.96 16,030
1625| Specific IgE T19(0F7FA|OF) Serum 744 D7440013 182.96 16,030
1626| Specific IgE T2(22|LHF) Serum 744 D7440013 182.96 16,030
1627| Specific IgE T205(M ¥HELLE Serum 744 D7440013 182.96 16,030
1628| Specific IgE T213(2LHF) Serum 744 D7440013 182.96 16,030
1629| Specific IgE T215(rBet v 1 PR-10, Birch) Serum 744 D7440013 182.96 16,030
1630| Specific IgE T216(rBet v 2 Profilin, Birch) Serum 744 D7440013 182.96 16,030
1631| Specific IgE T3(XIEfLER) Serum 744 D7440013 182.96 16,030
1632| Specific IgE T4(ZH L LHF) Serum 744 D7440013 182.96 16,030
1633| Specific IgE T5(H = 2ILIF) Serum 744 D7440013 182.96 16,030
1634| Specific IgE T6(ZLIF) Serum 744 D7440013 182.96 16,030
1635| Specific IgE T7(&HLER) Serum 744 D7440013 182.96 16,030
1636| Specific IgE T8(=&LtF) Serum 744 D7440013 182.96 16,030
1637| Specific IgE Tx5(Tree pollen mixes) Serum F744 D7440013 182.96 16,030
1638| Specific IgE Tx9(Tree pollen mixes) Serum F744 D7440013 182.96 16,030
1639| Specific IgE W1(=HX|E) Serum 744 D7440013 182.96 16,030
1640| Specific IgE W10(E Ot=F) Serum 744 D7440013 182.96 16,030
1641| Specific IgE W12(0| % =) Serum 744 D7440013 182.96 16,030
1642| Specific IgE W14(H|&/EH| &) Serum 744 D7440013 182.96 16,030
1643| Specific IgE W2(M Y =4 X| &) Serum 744 D7440013 182.96 16,030
1644| Specific IgE W20(247| &) Serum £744 D7440013 182.96 16,030
1645| Specific IgE W22(2t&tH =) Serum 744 D7440013 182.96 16,030
1646| Specific IgE W3(EFE A FE2{7|4) Serum 744 D7440013 182.96 16,030
1647| Specific IgE W5(22%/Cte4) Serum 744 D7440013 182.96 16,030
1648| Specific IgE W6(%) Serum 744 D7440013 182.96 16,030
1649| Specific IgE W7(2ZtM =2t Serum 744 D7440013 182.96 16,030
1650| Specific IgE W8(ZIS2) Serum 744 D7440013 182.96 16,030
1651| Specific IgE WI(EZ0) Serum 744 D7440013 182.96 16,030
1652| Specific IgE Wx1(Weed mixes) Serum 744 D7440013 182.96 16,030
1653| Specific IgE Wx5(Weed mixes) Serum 744 D7440013 182.96 16,030
1654| Specific IgG F13(&3&) Serum 744 D7440023 182.96 16,030
1655| Specific IgG F20(0t= E) Serum 744 D7440023 182.96 16,030
1656| Specific IgG F245(H| 2 Serum 744 D7440023 182.96 16,030
1657| Specific IgG F4(2) Serum 744 D7440023 182.96 16,030
1658| Specific IgG F78(7+A| 1) Serum 744 D7440023 182.96 16,030
1659| Specific IgG F79(2F Hl) Serum 744 D7440023 182.96 16,030
1660 Specific IgG M205(Trichophyton rubrum) Serum 744 D7440023 182.96 16,030
1661| Specific IgG M5(Candida albicans) Serum 744 D7440023 182.96 16,030
1662| Specific IgG M70(Pityrosporum orbiculare) Serum 744 D7440023 182.96 16,030
1663| Specific IgG4 D1(REE THX|TIET|) Serum £744 D7440023 182.96 16,030
1664| Specific IgG4 D2(0|=E FHHX|ZIET) Serum £744 D7440023 182.96 16,030
1665| Specific IgG4 E5 (Dog dander) Serum F744 D7440023 182.96 16,030
1666| Specific IgG4 F1(AlZtElXh Serum F744 D7440023 182.96 16,030
1667| Specific IgG4 F233(HH T 4) Serum F744 D7440023 182.96 16,030
1668| Specific IgG4 F4(H) Serum F744 D7440023 182.96 16,030
1669| Specific IgG4 F416(0Omega-5 Gliadin, Wheat) Serum F744 D7440023 182.96 16,030
1670| Specific IgG4 F78(7HA| 1) Serum F744 D7440023 182.96 16,030
1671| Specific IgG4 M5(Candida albicans) Serum F744 D7440023 182.96 16,030
1672 Specific IgG4 T215(rBet v 1 PR-10,Birch) Serum F744 D7440023 182.96 16,030
1673| SPG3A gene mutation EDTA W/B LF580LCH(3) C580833C 4,637.14 406,210
1674| SPG4 gene mutation EDTA W/B LF580LCH(3) C580832C 4,637.14 406,210
1675| Spinal muscular atrophy EDTA W/B Lt580Lt(2)(7H C580214C 512.75 44,920
1676| Spinobulbar Muscular Atrophy EDTA W/B Lt580Lt(2)(LH C580301C 1,274.65 111,660
1677| Spinocerebellar ataxia type 1 EDTA W/B Lt580Lt(2)(LH C580303C 1,274.65 111,660
1678| Spinocerebellar ataxia type 1,2,3,6,7 EDTA W/B C580303Cetc002 6,373.29 558,300
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1679| Spinocerebellar ataxia type 1,2,3,6,7,8 EDTA W/B C580303Cetc001 7,647.95 669,960
1680| Spinocerebellar ataxia type 17 EDTA W/B Lt580L+2)(Lh C580310C 1,274.65 111,660
1681| Spinocerebellar ataxia type 2 EDTA W/B Lt580L+2)(Lh C580304C 1,274.65 111,660
1682| Spinocerebellar ataxia type 3 EDTA W/B Lt580L+2)(Lh C580305C 1,274.65 111,660
1683| Spinocerebellar ataxia type 6 EDTA W/B Lt580L+2)(Lh C580308C 1,274.65 111,660
1684| Spinocerebellar ataxia type 7 EDTA W/B LE580LF(2)(Lh) C580306C 1,274.65 111,660
1685| Spinocerebellar ataxia type 8 EDTA W/B LE580LF(2)(Lh) C580307C 1,274.65 111,660
1686| SRY gene EDTA W/B Lt5807t C580003C 724.40 63,460
1687| B2-GPI Ab IgG Serum 7907} D7901023 240.53 21,070
1688| B2-GPI Ab IgG Plasma(Citrat 7907} D7901023 240.53 21,070
1689| B2-GPI Ab IgM Plasma(Citrat 7907} D7901033 240.53 21,070
1690 B2-GPI Ab IgM Serum 7907} D7901033 240.53 21,070
1691| SS-A/Ro Ab Serum L-785Lt D785207C 335.78 29,410
1692| SS-A/Ro Ab, SS-B/La Ab SET AH| D785207Cetc 671.46 58,820
1693| SS-B/La Ab Serum L-785Lt D785208C 335.78 29,410
1694| STAT3 gene mutation(Hyper IgE) EDTA W/B L}580CH(4) C580921C 7,255.90 635,620
1695| STD 12 Multiplex Real-time PCR Urine,rando 680L} D680208C 894.40 78,350
1696| STD 12 Multiplex Real-time PCR HPV/STD 680Lt D680208C 894.40 78,350
1697| STD 12 Multiplex Real-time PCR Semen 6801t D680208C 894.40 78,350
1698| STD 12 Multiplex Real-time PCR Prostate(™ 6801t D680208C 894.40 78,350
1699| STD 12 Multiplex Real-time PCR Urethra 6801t D680208C 894.40 78,350
1700 STD Multiplex Real Time PCR (75) Urethra 6801t D680208C 894.40 78,350
1701 STD Multiplex Real Time PCR (75) Urine,rando +680Lt D680208C 894.40 78,350
1702 STD Multiplex Real Time PCR (735) HPV/STD 6801t D680208C 894.40 78,350
1703 STD Multiplex Real Time PCR (735) Prostate(™ 6801} D680208C 894.40 78,350
1704 Steroid 5areductase deficiency EDTA W/B L+580Ck(1) C580612C 1,992.83 174,570
1705 STK11 gene point mutation EDTA W/B Lt580CH2) C580731C 3,166.78 277,410
1706/ Stone analysis Stone 0307t D030102C 280.17 24,540
1707| Subclass IgG1 Serum F742 D7420013 88.71 7,770
1708| Subclass IgG2 Serum F742 D7420023 88.71 7,770
1709| Subclass IgG3 Serum F742 D7420033 88.71 7,770
1710] Subclass 1gG4 Serum 742 D7420043 88.71 7,770
1711] Succinylacetone Urine,rando =515CH(1) D515303C 590.04 51,690
1712| Sucrose hemolysis Citrate W/B +0537t D053102C 72.62 6,360
1713] Sudan Black B stain B.M 084 D084105C 103.23 9,040
1714| Synaptophysin (IHC) Tissue L5677t C567300F 670.17 58,710
1715| SYT/SSX R{HH € Z AL Paraffin Lt5837t C583004F 1,200.33 105,150
1716] T3 Serum 323 D3230063 121.62 10,650
1717 T3 uptake Serum 323 D3230023 121.62 10,650
1718 T4 Serum 323 D3230043 121.62 10,650
1719| Tacrolimus(FK506) EDTA W/B 532L42) D5333423 188.13 16,480
1720 TB drug & Serum L+532CH4) D534929C 571.84 50,090
1721 TBG Serum F321LkF1 D3213027 179.46 15,720
1722| TCOF1 gene mutation EDTA W/B Lt580LCH4) C580941C 7,255.90 635,620
1723] TcR B gene rearrangement B.M L}583Lt(2) C583205C 3,002.73 263,040
1724] TcR y gene rearrangement Paraffin Lt583Lt(2) C583203C 3,002.73 263,040
1725] TcR y gene rearrangement(BM) B.M Lt583Lt(2) (C583203C 3,002.73 263,040
1726 TdT EDTA W/B L082L} D082200C 714.24 62,570
1727| Teicoplanin Serum +532CH4) D534986C 571.84 50,090
1728| Testosterone Serum =371 D3710063 141.67 12,410
1729] Testosterone (RIA) Serum 53713 D3711057 162.88 14,270
1730] TGFBR1 gene, mutation EDTA W/B Lt580LCH?2) C580760C 3,166.78 277,410
1731] TGFBR2 gene, mutation EDTA W/B Lt580LCH3) C580870C 4,637.14 406,210
1732| Thalassemia battery EDTA W/B =058 2| D058000Cetc 560.27 50,280
1733| Theophylline Serum 532LF2) D5333433 188.13 16,480
1734| THRB gene mutation EDTA W/B Lt580LCH?2) C580761C 3,166.78 277,410
1735] Thrombin Time Plasma(Citrat 1004}t D1006003 20.34 1,780
1736| Thyroglobulin Other 425 D4250003 145.79 12,770
1737| Thyroglobulin Serum 425 D4250003 145.79 12,770
1738| Thyroglobulin Ab Serum +324 D3240003 177.84 15,580
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1739] Thyroid peroxidase Ab Serum F321Lt D3212043 150.67 13,200
1740 Thyroid Stimulating Ab(TS Ab) Serum F321LEF2 D3214013 490.66 42,980
1741] TIBC Serum 0527} D0521043 27.85 2,440
1742 Tissue Special Stain(EH=2) Slide Lt563 C5630008 196.47 17,210
1743| Tissue Special Stain2 Tissue L}563 C5630008 196.47 17,210
1744] Tissue Special Stain3 Tissue Lt563 C5630008 196.47 17,210
1745| Tissue Special Stain4 Tissue Lt563 C5630008 196.47 17,210
1746| Tobramycin Serum +532L42) D5333443 188.13 16,480
1747] Tobramycin (Peak) Serum 532L42) D5333443 188.13 16,480
1748| Tobramycin (Trough) Serum 532L42) D5333443 188.13 16,480
1749] Topiramate Serum +532C}4) D534990C 571.84 50,090
1750 Torsin A (DYT1) EDTA W/B Lt580CH1) C580634C 1,992.83 174,570
1751| Toxocara canis (7§2|3&)(CSF) CSF 641LK(1) D264212C 225.14 19,720
1752| Toxocara canis IgG(7i 2| &) Serum 641LK(1) D264212C 225.14 19,720
1753] Toxoplasma DNA PCR EDTA W/B F6427} D642102C 389.36 34,110
1754| Toxoplasma DNA PCR CSF 6427} D642102C 389.36 34,110
1755| Toxoplasma DNA PCR Amniotic 6427} D642102C 389.36 34,110
1756] Toxoplasma IgG Serum F641LK(1) D264210C 225.14 19,720
1757] Toxoplasma IgM Serum F641LEQ2) D264304C 225.14 19,720
1758| TP53 gene mutation (AML) EDTA W/B L}583CH6) C583803C 2,980.79 261,120
1759] TP53 gene mutation (LFS) EDTA W/B Lt580CH2) C580733C 3,166.78 277,410
1760| TPA Serum 440 D4400003 228.72 20,040
1761 TPLA 8 Serum 692CF D6923003 92.88 8,140
1762| TPMT genotyping EDTA W/B Lt580CH2) C580762C 3,166.78 277,410
1763] Transferrin Serum F471 D4710013 83.63 7,330
1764] Transferrin (RU) Urine,rando F471 D4710013 83.63 7,330
1765] Transferrin saturation Serum D0521033etc002 83.56 7,320
1766| Treponema pallidum PCR HPV/STD 6937} D693101C 389.36 34,110
1767| Trichinella Ab(M2F) Serum F641LH(1) D264211C 225.14 19,720
1768| Trichomonas vaginalis PCR Prostate(%™ +6427t D642103C 389.36 34,110
1769| Trichomonas vaginalis PCR Urine,rando +6427}t D642103C 389.36 34,110
1770 Trichomonas vaginalis PCR HPV/STD 6427} D642103C 389.36 34,110
1771| Triglyceride Serum 260Ct D2263003 40.90 3,580
1772 Triglyceride (Fluid) Fluid 260Ck D2263003 40.90 3,580
1773] Troponin-I Serum L402CF D4023013 103.79 9,090
17741 TSC1 gene mutation EDTA W/B Lt580LCH4) C580922C 7,255.90 635,620
1775 TSC2 gene mutation EDTA W/B L}580LCH(5) C581013C 11,030.45 966,270
1776 TSH Serum 325 D3250013 169.07 14,810
1777] TSH-receptor Ab Serum F321Lt D3212013 150.67 13,200
1778| T-SPOT.TB Heparin W/B 602 D602000C 524.24 45,920
1779] TTF-1 (IHC) Tissue L5677t C567300F 670.17 58,710
1780 TTR gene mutation EDTA W/B L}580LCH1) C580613C 1,992.83 174,570
1781| TYR gene, mutation EDTA W/B Lt580LCH?2) C580734C 3,166.78 277,410
1782| UDP-galactose epimerase Heparin W/B =517Lt D517207C 1,284.43 112,520
1783] UDP-galactose epimerase EDTA W/B 5170t D517207C 1,284.43 112,520
1784| uE3 At Serum 371 D3710043 141.67 12,410
1785 uE3 8% Serum 371 D3710043 141.67 12,410
1786] UGT1A1 gene mutation EDTA W/B Lt580LCH1) C580636C 1,992.83 174,570
1787| UGT1A1(hyperbilirubinemia) genotyping EDTA W/B Lt580LCH?2) C580735C 3,166.78 277,410
1788] UIBC Serum L0527} D0521013 27.85 2,440
17891 UNC13D gene,mutation EDTA W/B Lt580LCH4) C580923C 7,255.90 635,620
1790] Urea Breath Test HEE| L5892} D5896003 192.11 16,830
1791] Urea nitrogen (24h U) Urine,24hrs =230 D2300003 16.65 1,460
1792] Urea Nitrogen (RU) Urine,rando +230 D2300003 16.65 1,460
1793] Urea Reduction Ratio Serum D2300003etc001 33.33 2,920
1794| Ureaplasma parvum PCR HPV/STD L591L} D591204C 520.33 45,580
1795| Ureaplasma parvum PCR Other F591Lt D591204C 520.33 45,580
1796| Ureaplasma parvum PCR HEE7| £591Lf D591204C 520.33 45,580
1797] Ureaplasma species PCR Urine,rando L=591Lt D591204C 520.33 45,580
1798| Ureaplasma species PCR HPV/STD L=591Lt D591204C 520.33 45,580
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1799] Ureaplasma urealyticum PCR Urine,rando F591Lt D591204C 520.33 45,580
1800] Ureaplasma urealyticum PCR HPV/STD F591Lt D591204C 520.33 45,580
1801| Ureaplasma urealyticum PCR Sputum F591Lt D591204C 520.33 45,580
1802| Ureaplasma urealyticum PCR Other F591Lt D591204C 520.33 45,580
1803| Uric acid Serum 2317t D2310003 23.51 2,060
1804| Uric Acid (24h U) Urine,24hr F2317¢ D2310003 23.51 2,060
1805| Uric acid (RU) Urine,rando F2317¢ D2310003 23.51 2,060
1806 Urinalysis 105 Urine,rando 225LCF D2253003 21.32 1,870
1807| Urine RBC morphology Urine,rando F221Lt D221200C 36.55 3,200
1808| Uroporphyrin B2 (24h U) Urine,24hr +5167H2) D5162003 57.07 5,000
1809| Uroporphyrin -4 Urine,rando F5167H(1) D5161003 13.62 1,190
1810| Valproic acid Serum 532LH(2) D5333453 188.13 16,480
1811] Vancomycin Serum 532LH(2) D5333473 188.13 16,480
1812 VDRL H& CSF F691Lt D6912003 32.06 2,810
1813| VDRL &4 CSF 6917} D6911003 17.02 1,490
1814| VENTANA ALK(D5F3) Tissue Lt567Lt C567402F 825.15 72,280
1815| VENTANA PD-L1(SP142) Assay Tissue Lt5677t C567300F 670.17 58,710
1816] VENTANA PD-L1(SP263) Assay Paraffin Lt567Lt C567401F 825.15 72,280
1817| VENTANA PD-L1(SP263) Assay Tissue Lt567Lt C567401F 825.15 72,280
1818| Very Long Chain Fatty Acids (EDTA P) Plasma(EDTA 518 D5180013 1,218.45 106,740
1819| Very Long Chain Fatty Acids (Heparin P) Plasma(Hepa 518 D5180013 1,218.45 106,740
1820 VHL gene mutation EDTA W/B Lt580CH1) C580614C 1,992.83 174,570
1821 Vimentin (IHC) Tissue Lt5677t C567300F 670.17 58,710
1822| Vitamin A Serum $490LCk D4904023 495.67 43,420
1823| Vitamin B1 (EDTA W/B) EDTA W/B $490LCk D490403C 544.26 47,680
1824| Vitamin B1 (Heparin W/B) Heparin W/B $490LCk D490403C 544.26 47,680
1825| Vitamin B12 Serum F490Lt D4902053 116.21 10,180
1826| Vitamin B12(RIA) Serum F490LtFE D4903027 168.63 14,770
1827| Vitamin B2 Plasma(EDTA $490LCk D490404C 544.26 47,680
1828| Vitamin B6 (PLP) Plasma(EDTA $490LCk D490405C 544.26 47,680
1829| Vitamin B6 profile Plasma(EDTA $490LCk D490405C 544.26 47,680
1830| Vitamin BT(Carnitine) Serum $490LCk D4904123 495.67 43,420
1831| Vitamin C Serum $490LCF D490406C 544.26 47,680
1832| Vitamin E profile Serum $490LCk D490409C 544.26 47,680
1833 VMA B Urine,24hrs 3512} D351407C 447.20 39,170
1834 VMA Fd Urine,rando 3517} D3511023 17.37 1,520
1835] Voriconazole Serum +532CH4) D534997C 571.84 50,090
1836] VRE culture (Other) Other 58104(2) D5854003 210.70 18,460
1837| VRE culture (Rectal) Rectal swab +=5810t(2) D5854003 210.70 18,460
1838| VRE culture (Stool) Stool 58104(2) D5854003 210.70 18,460
1839] VRE culture (Urine) Urine,rando +=5810k(2) D5854003 210.70 18,460
1840 VWEF activity Plasma(Citrat F1107} D2110003 190.77 16,710
1841| VWF gene mutation EDTA W/B Lt580CH(5) C581014C 11,030.45 966,270
1842| VzZV IgG Serum 654LH(1) D654219C 199.61 17,490
1843| VzZV IgG (CSF) CSF 654LH(1) D654219C 199.61 17,490
1844 VzZV IgM Serum 654L1(2) D654319C 179.14 15,690
1845 VZV IgM (CSF) CSF 654L1(2) D654319C 179.14 15,690
1846| VZV PCR (Blood) EDTA W/B 6587} D658107C 389.36 34,110
1847| VZV PCR (CSF) CSF 6587} D658107C 389.36 34,110
1848| VZV PCR (Other) Other 6587} D658107C 389.36 34,110
1849| VZV rapid culture (Other) Other 6527} D652100C 578.61 50,690
1850 VZV rapid culture (Vagina) Vaginal F6527t D652100C 578.61 50,690
1851| WAS gene mutation EDTA W/B L}580CH3) C580871C 4,637.14 406,210
1852 WBC EDTA W/B £000Lt D0002013 11.31 990
1853| Widal test Serum 586 D5860003 27.76 2,430
1854| Wilson disease ATP7B whole gene mutation EDTA W/B L+580C}4) C580904C 7,255.90 635,620
1855| WT1 gene B.M LE583LE(1) C583124C 1,352.44 118,470
1856 WT1 gene EDTA W/B Lt583LH(1) C583124C 1,352.44 118,470
1857| X-linked Myotubular myopathy,MTM 1 gene EDTA W/B L+580CH3) C580858C 4,637.14 406,210
1858| Xpert MTB/RIF Sputum $604LF D604301C 815.29 71,420
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1859| VYersinia culture Stool 582 D582104C 418.25 36,640
1860| Zinc (24h V) Urine,24hrs 550LF(1) D5511183 325.17 28,480
1861| Zinc (5) Serum(Z& 550LF(1) D5511183 325.17 28,480
1862| Zn protoporphyrin Heparin W/B 0527} D0521023 27.85 2,440
1863| Zn protoporphyrin EDTA W/B 0527+ D0521023 27.85 2,440
1864| Zonisamide Serum +532LC}4) D534999C 571.84 50,090
1865| a-L-Iduronidase Heparin W/B £517742) D517301C 1,081.95 94,780
1866| B2-microglobulin (RIA) Serum F423F D4231007 147.64 12,930
1867| B2-microglobulin (RU) Urine,rando £423 D4230003 127.27 11,150
1868| B2-microglobulin(RU)_RIA Urine,rando F423%F D4231007 147.64 12,930
1869| pB-Galactocerebrosidase Heparin W/B £517Lt D517212C 1,284.43 112,520
1870| 7SR ™RAHAL EDTA W/B Lt580CtE C580500C 1,992.83 174,570
1871 Z¥ PCR Tissue £604Lt D604201F 640.09 56,070
1872 ZHREO|F AT IFN-r HEE7| 602 D602000C 524.24 45,920
1873 AT L HMKH A AH(Tissue) Tissue L}600L}(2) CX56800C 4,451.62 389,960
1874 =240|H’Y = X W HA EDTA W/B L+598-17H(1) CB00100C 10,782.11 944,510
1875 ZCHAF 7| R HA SET AH| 2287t 9 D2280003etc 123.74 10,840
1876 =dEAL {Ql HO[A MEHA} Stool 6807t D680101C 793.36 69,500
1877 SHEA |2 M MEHA Stool £680Lt D680202C 894.40 78,350
1878| TtY-Blood culture AtS3t Blood £581042) D5854003 210.70 18,460
1879 CH=lTE LE7IY ST S A EDTA W/B L}598-17k(1) CB00100C 10,782.11 944,510
1880 SZAHE(M) Tissue L5617} C5611008 380.26 33,310
1881 SZAHEERM) Tissue C5611008etc 608.45 53,300
1882 SZAXEB3M) Tissue C5611008etc001 836.64 73,290
1883 SZAHE@UMN) Tissue C5611008etc002 1,064.84 93,280
1884 SZAHHEGH) Tissue C5611008etc003 1,293.04 113,270
1885 SZAHE®GM) Tissue C5611008etc004 1,521.23 133,260
1886 BIZT & =43 FHX WEHA EDTA W/B L+598-17H(1) CB00100C 10,782.11 944,510
1887| HAXZZX|(MZ)3tet HAL Slide Lt5677} C567300F 670.17 58,710
1888| BHYZZXESGM Slide Lt564 C5640008 361.41 31,660
1889| HHAXZESHM(IHCO) Tissue L}5677} C567300F 670.17 58,710
1890| BAXZELGM(HE) Slide Lt5677} C567300F 670.17 58,710
1891 THAZEIsHEM (IHC) Tissue L}5677} C567300F 670.17 58,710
1892 HAZZEGISHIM 2 (IHC) Tissue Lt5677} C567300F 670.17 58,710
1893 HAZZEGISHHM 3 (JHC) Tissue Lt5677} C567300F 670.17 58,710
1894 HAZZEIGISHHM 4 (IHC) Tissue Lt5677} C567300F 670.17 58,710
1895 HAZZEIGISHHM 5 (JHC) Tissue Lt5677} C567300F 670.17 58,710
1896 HAZZEIBISHHM 6 (IHC) Tissue Lt5677} C567300F 670.17 58,710
1897| HAZZEGISIIM 7 (IHC) Tissue Lt5677} C567300F 670.17 58,710
1898 HAZZEIBISHHM g (IHC) Tissue L5677} C567300F 670.17 58,710
1899 D|EZCz|of QFN| IjE AA EDTA W/B L}598-17H(1) CB00100C 10,782.11 944,510
1900| HIO|2{AM &40t pCR CSF +6807} D680107C 793.36 69,500
1901 2% 24044 Ak(Stool WBC) Stool L031Ct D0313003 13.09 1,150
1902| H|ZAHNTM)SEHA O & b K| 6047t D604102C 520.33 45,580
1903| H|ZS(NTM)SEHA Media(Hi & 6047t D604102C 520.33 45,580
1904| H|ZAdHGitm(NTM)Z S Of A B K| +601LH(2) D6015003 477.81 41,860
1905| H|ZAdHetitm(NTM)Z = Media(Hi & +601LH(2) D6015003 477.81 41,860
1906| AERA0RE|FAYH X I E A EDTA W/B L}598-171(2) CB00200C 15,403.02 1,349,300
1907| MBEZATEETZ APC FTAL HA EDTA W/B L}580CH4) €580902C 7,255.90 635,620
1908 MM CHAO| & MEHZAA} SET AA| £519 D519000C 1,182.72 103,610
1909| MHEY AHHS X W EAHAL EDTA W/B L}598-17H(1) CB00100C 10,782.11 944,510
1910 MH-JCHALO| & MEHA MS/MS 558 NST &40 £519 D519000C 1,182.72 103,610
1911] MZA L2929 pCrR CSF =6807} D680103C 793.36 69,500
1912| 4=Ef BCR/ABL(Quan) EDTA W/B Lt583Lt(1) C583116C 1,352.44 118,470
1913 AMAZsEe X IS HA EDTA W/B L+598-17H(1) CB00100C 10,782.11 944,510
1914 MATSHE TR THEAAL EDTA W/B L+598-17H(1) CB00100C 10,782.11 944,510
1915| A2 CRE S XA A Rectal swab £6857} D685102C 793.36 69,500
1916| A2 CRE S XA A Other £6857} D685102C 793.36 69,500
1917| AF RZLIHO|H A (2019-nCoV) PCR SET ZAH| L6582} D658404C 815.29 71,420
1918| 4&IF REZLIHO|H A (2019-nCoV) PCR SET ZAH| L6582} D658404C 815.29 71,420
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1919] AIZ AZLIHO[H A (2019-nCoV) PCR SET ZH| 6582} D658404Cetc 1,630.59 142,840
1920 41& ZZLtBH}O|2{A PCR_Pharyngeal swab SET ZH| 6582} D658404C 815.29 71,420
1921 AIFZ AELIHFO|Z A PCR_Sputum SET ZH| 6582} D658404C 815.29 71,420
1922| AMEHS WX WEHA EDTA W/B L+598-17H(1) CB00100C 10,782.11 944,510
1923 U4 HPV 16 type PCR Cervix cell 6587} D658109C 389.36 34,110
1924 HA HPV 18 type PCR Cervix cell 6587} D658109C 389.36 34,110
1925 A HPV genotyping(LBMA) Cervix cell L£659Lt D659203C 598.35 52,420
1926| A HPV screening PCR Cervix cell 6587} D658109C 389.36 34,110
1927| BHRISHFMEZHA Vagina LE562L+(1) 5624008 453.03 39,690
1928| HHRIZHFMEZHA Cervix cell L}562L(1) 5624008 453.03 39,690
1929 HHRISHFMEZHA Endometriu L}562L(1) 5624008 453.03 39,690
1930| MK UM I 2 AH(Fluid) Fluid L}562L+(2) 5625008 466.81 40,890
1931 AWK AWM A AH(Other) Other L}562L+(2) 5625008 466.81 40,890
1932| WAH| WM ZZHAHRU) Urine,rando L}562L+(2) 5625008 466.81 40,890
1933 HAH UM ZHAHSputum) Sputum Lt562L+(2) C5625008 466.81 40,890
1934| HASQIMZEZ AH(Breast) Breast L}562Lt(3) 5626008 405.40 35,510
1935 HHZAMIEZH AN Lung aspiration) Lung Lt562L+(3) C5626008 405.40 35,510
1936 H&F M ZEZHAHLymphnode) Lymphnode Lt562L+(3) C5626008 405.40 35,510
1937 UAS QM ZEAANPancreas) Pancreas Lt562LF(3) C5626008 405.40 35,510
1938| UAZ QIMZHAH(Thyroid) Thyroid Lt562L+(3) C5626008 405.40 35,510
1939| CIAX Mol HEH S KX IHE EDTA W/B L}598-17k(1) CB00100C 10,782.11 944,510
1940| MK OHO|2E0{2|0] HAHCMA) EDTA W/B | L}6007H3)(7h €600300C 9,327.60 817,100
1941 SMHHAHE) B.M(Heparin) Lt600LH(1) €600500C 2,185.20 191,420
1942 MK ZA(REEN) Heparin W/B|  Lt6007}H(1)(7}) C600100C 1,701.17 149,020
1943| 2FE2t0|ETtE-Level A Slide Lt560547t C1561008 51.14 4,480
1944| 2|F&2t0|Eft=-Level B Slide L}560F4Lt C1562008 76.71 6,720
1945 QIEE2I0|ET=-Level C(EE 1-97H) Slide L}560F4LCH(1) C1563008 119.32 10,450
1946| QIFE2t0|ETtE-Level C(EF107H Ol &) Slide L}560F4CH(2) C1564008 153.41 13,440
1947| Q|F&2l0|EEt=E-Level D(EE 10-157H) Slide Lt560F42}H2) C1566008 325.37 28,500
1948| QIR S2t0|EEE-Level D(ESE 167 0|4 Slide Lt560F42H3) C1567008 379.67 33,260
1949| QIFE2I0|ET=S-Level D(EE 1-97H) Slide Lt560F42H1) C1565008 258.26 22,620
1950 QF&2t0|ETtE- MMz AR 2 Slide L}5623F2L4(1) C2564008 90.60 7,940
1951| QF&2t0|E TS - M ALK A 2= Slide L}562F2L4(2) C2565008 93.36 8,180
1952 QF&2t0|ETtE- M-S OlN 2= Slide L}562F2L4(3) C2566008 81.08 7,100
1953 QF&2t0|EutE-UAta AR A = Slide L}562327H(1) C2561008 23.63 2,070
1954| QF&2t0|EThE- A A A 2= Slide L}562327H(2) (2562008 27.66 2,420
1955 QF&2t0|EutE-AHS OlA = Slide L}562327H(3) C2563008 41.43 3,630
1956 *8E HE | LS HAHZA) NST &0 L}580LH1)F C158101C 1,102.95 96,620
1957 |8E HE | S HAHEA) EDTA W/B LE580LHT)F C158101C 1,102.95 96,620
1958| S8 HE ST IS HA EDTA W/B L+598-17H(2) CB00200C 15,403.02 1,349,300
1959 A WEH| et RTX 2 HA EDTA W/B L+598-17H(1) CB00100C 10,782.11 944,510
1960| MY LTZ X WEHA EDTA W/B L+598-17H(1) CB00100C 10,782.11 944,510
1961 |89 SEENE ST W2 A EDTA W/B L}598-17k(1) CB00100C 10,782.11 944,510
1962| S AR S RTAL If S A A EDTA W/B L+598-17H(1) CB00100C 10,782.11 944,510
1963 /MY YAMAHY SHX I S HAL EDTA W/B L}598-171(2) CB00200C 15,403.02 1,349,300
1964 REE & TR I SHA EDTA W/B L+598-17H(1) CB00100C 10,782.11 944,510
1965 S8 A|Oj/ntzlEY |STX o 24 A EDTA W/B L+598-17H(1) CB00100C 10,782.11 944,510
1966 RMY mEAEst FAX} OIf G AHA EDTA W/B L}598-17H(1) CB00100C 10,782.11 944,510
1967| R GH BB ST hMLHT EDTA W/B F580CH(3) €580819C 4,637.14 406,210
1968| =M dH&FJOZ2 hMLH1 Tissue L}580CH3) C580819C 4,637.14 406,210
1969 R GHIEBSOE L hMSH2 EDTA W/B L}580CH(3) €580820C 4,637.14 406,210
1970| | GHEZEUE Y hMSH2 Tissue L}580CH3) C580820C 4,637.14 406,210
1971 TXFZHE 21 E(sFlt-1/PIGF ratio) Serum £574 D5740003 1,017.57 89,140
1972| K= ZHA} (Calculation) D2611003etc001 252.17 22,090
1973 A2|otE| HEAI™(Cen) £2327t D2321003 38.91 3,410
1974 S (AFB stain) Tissue Lt563 C5630008 196.47 17,210
1975 S5 (Congo red) Tissue Lt563 C5630008 196.47 17,210
1976| S=M (Giemsa stain) Tissue L}t563 C5630008 196.47 17,210
1977| SM (PAS stain) Tissue L}t563 C5630008 196.47 17,210
1978| S (Elastic stain) Slide L}t563 C5630008 196.47 17,210




20219 E¥ 3£ 9 fIHEIMNSE 382/2% HE7h
NO. AAESEY ZHNER
ERHS HHIAC HCH7HK| - = HAr7t
1979 HAAHD|AHAL QMAEH Joint fluid Lt568 C5680003 135.50 11,870
1980| H A= _Prolactin Serum £341 D3410003 120.26 10,530
1981 HE QD MEAA Throat swab 6807t D680104C 793.36 69,500
1982 HE QT MEAA} Throat swab 6807t D680104C 793.36 69,500
1983 HE QT MEAA} Throat swab 6807t D680104C 793.36 69,500
1984 HE Qld MEZHA} Bronchoalve +6807t D680104C 793.36 69,500
1985 HE Qld MEZHA} Throat swab +6807t D680104C 793.36 69,500
1986 W @Qld MEZHA} Throat swab +6807t D680104C 793.36 69,500
1987| HE Qld MEZHA} Throat swab +6807t D680104C 793.36 69,500
1988 W RQld MEZHA} Bronchoalve +6807t D680104C 793.36 69,500
1989 TENA W TDNA TN CHEZAA} Serum =786-1 D178000C 1,184.43 103,760
1990 HAUQl 5T XL I{EAHA} EDTA W/B | Lt598-1L+2)(Lh CB00600C 15,403.02 1,349,300
1991 oS nxtof SFK} T L AHA EDTA W/B L+598-17H(1) CB00100C 10,782.11 944,510
1992 AU T AAHAINY ZA2HE) EDTA W/B 4001t D400100C 289.34 25,350
1993 YAUATZZHAHZEZZO0IERITH) EDTA W/B 400Ct D400200C 229.38 20,090
1994| EAFE 500 FHAL T DA AL EDTA W/B L+598-17H(1) CB00100C 10,782.11 944,510
1995 =Z7| HHO|2{ A PCR (&0]) Throat swab +680Lt D680206C 894.40 78,350
1996| = 7| HHO|2{2 PCR (=0]) Throat swab +680Lt D680206C 894.40 78,350
1997| (S AIAANSARS-CoV-2 & Influenzavirus A&B £680F37} D680001C 899.62 78,810
1998| (SAIAANSARS-CoV-2 & Influenzavirus A&B £680F37} D680001C 899.62 78,810
1999| (&EH THA)COVID-19 Real-time RT PCR 658 D658800C 203.83 17,860
2000| (FE1EHANCOVID-19 Real-time RT PCR 658 D658800C 203.83 17,860
2001| (FIE2CTHANZHE COVID-19 Real-time RT PCR +658 D658900C 611.48 53,570
2002| (FIE2CTHANSE COVID-19 Real-time RT PCR +658 D658900C 611.48 53,570
D680104Cetc001
2003 SE7| HIO|HA PCR & H|H 2ol ME +6807} D6801041C 81529 PR
H| =0 153,900
C567300Cetc001 1,316.78 115,360
2004 CD34+CD61(Immunostain) Lt5677} C567300C 658.41
C567300C 658.41
2005 C584106Cetc001 13,573.43 1,192,060
C584106C 2,411.47
FISH MDS panel Lt5832F(3)
C584114C 2,411.47
€584110C 2,411.47
2006 | (1-3)B-D-Glucan Serum £620LCt D620401C 350.20 30,680
2007 (View)Myco+Ureaplasma culture Other 582 D582105C 418.25 36,640
2008 (S Eh(Cal.)LDL cholesterol Serum D2611003etc001 127.39 11,270
2009 | (&ZEThAFP 2Ht Serum F4217¢ D1420012 50.57 4,430
2010 | (ZThArP HY Serum F421LF D2420022 93.22 8,170
2011 (S EhHALT(SGPT) Serum +1857} D1850002 20.39 1,790
2012 | (S EThAST(SGOT) Serum +1867} D1860002 20.89 1,830
2013 | (&TheGFR (IDMS-MDRD) Serum £2287¢ D2280002 18.40 1,610
2014 | (Sthay Slide Lt5627k(1) C5621002 117.00 10,250
2015 | (ZEhHb EDTA W/B £000L} D0002052 11.42 1,000
2016 | (SCThHBs Ab Ht Serum F700Lt D7002002 38.82 3,400
2017 | (ZEThHBs Ab ¥ Serum F7012} D7018002 144.21 12,630
2018 | (&ThHBs Ag Lt Serum £7007} D7001002 29.66 2,600
2019 | (ZEhHHBs Ag ¥Y Serum £701CH1) D7015002 135.35 11,860
2020 | (JEThHCV Ab Serum £7010¢} D7026002 167.71 14,690
2021 (SEHHDLEY A HIE Serum £261LH1) D2613002 70.05 6,140
2022 (SEHLDL cholesterol Serum LF2612t D2614002 70.31 6,160
2023 | (&EthLevel B Tissue Lt560Lt C5602002 379.84 33,270
2024 | (&Ethlevel B2 Tissue Lt560Lt C5602002 379.84 33,270
2025 | (3EhHOccult Blood M2 Stool £0312H3) D0320002 60.91 5,340
2026 | (ZEhOccult blood ¥4 Stool £0312H2) D0319002 43.64 3,820
2027 | (ZEhr-GTP Serum +1897} D1890002 37.85 3,320
2028 | (thasdd Serum £302Lt D3022002 14.56 1,280
2029 (Fthasdd Plasma(NaF) £302Lt D3022002 14.56 1,280
2030 | (BEhBZEAHE Serum £2617H1) D2611002 17.26 1,510
2031 (BThEZ|Z2|M 2ol Serum +260Ct D2263002 41.30 3,620




20213 H¥ IAE 9l LILEIIMMSE 358/2% HE27h
NO. NG EL ANER
=Rz Hg3c 7K " 5 A7t

2032 | (SEHEHIAYOLEIH Serum £2287t D2280002 18.40 1,610
2033 (2)Mycoplasma+Ureaplasma culture Other 582 D582105C 418.25 36,640
2034 (&)Protozoa Examination Stool 6400t D6405003 31.25 2,740
2035 (&)Zika virus Real-Time PCR(Serum) Serum 658CF D658302C 628.86 55,090
2036 (&2)Zika virus Real-Time PCR(Urine) Urine,rando 658CF D658302C 628.86 55,090
2037 (§4)E.coli 0-157 culture Stool +5810}2) D5854003 210.70 18,460
2038 (§4)O0ccult blood & Stool 0312k3) D0320003 60.32 5,280
2039 (§4)2-5-Hexanedione Urine,rando 540CFQ2) D5423013 254.59 22,300
2040 (§4)Acetone (RU) Urine,rando 540CFQ2) D5423033 254.59 22,300
2041 (5 #&)AFB stain Sputum 600CF D6003003 96.93 8,490
2042 (S A)AFP Serum F421Lt D2420023 92.31 8,090
2043 (EQ)AFP Lt Serum F4217¢ D1420012 50.57 4,430
2044 (E4)Albumin Serum 1887} D1880003 17.23 1,510
2045 (5 4)Alk.phosphatase Serum 1877t D1870003 16.28 1,430
2046 (EA)ALT Serum 1857} D1850003 20.20 1,770
2047 (5 &)Apolipoprotein A-l Serum 263 D2630023 79.66 6,980
2048 (5 4)Apolipoprotein B Serum 263 D2630033 79.66 6,980
2049 (§4)Arsenic (RU) Urine,rando L550L(1) D5511033 325.17 28,480
2050 (E8)Arsenic (W/B) EDTA L550LF(1) D5511033 325.17 28,480
2051 (EA)AST Serum 1867} D1860003 20.69 1,810
2052 (E8)Bilirubin,direct Serum +1827t D1820003 13.08 1,150
2053 (§48)Bilirubin,total Serum 1837} D1830003 13.86 1,210
2054 (§4)BUN Serum 230 D2300003 16.65 1,460
2055 (E4)CA125 Serum 431 D4311003 160.71 14,080
2056 (E4)CA19-9 Serum 435 D4350003 170.46 14,930
2057 (E4)Cadmium (EDTA W/B) EDTA W/B L550LF(1) D5511043 325.17 28,480
2058 (§4)Cadmium (Heparin W/B) Heparin W/B L550LF(1) D5511043 325.17 28,480
2059 (E&)Cadmium (RU) Urine,rando +550L+(1) D5511043 325.17 28,480
2060 (E4)Cadmium (W/B) EDTA L550LF(1) D5511043 325.17 28,480
2061 (§4)Calcium (Ca) Serum 280 D2800053 17.95 1,570
2062 (§¢)Carboxy Hb (EDTA) EDTA W/B 530 D5300033 46.83 4,100
2063 (§¢)Carboxy Hb (Heparin) Heparin W/B 530 D5300033 46.83 4,100
2064 (E4)CEA Serum 429 D4290003 133.83 11,720
2065 (Ed)Cholesterol,total Serum £2617k(1) D2611003 17.10 1,500
2066 (§&)Chromium (Heparin W/B) Heparin W/B L550LF(1) D5511063 325.17 28,480
2067 (E&)Chromium (RU) Urine,rando L550LF(1) D5511063 325.17 28,480
2068 (E4)Chromium (W/B) EDTA L550LF(1) D5511063 325.17 28,480
2069 (E4)Cobalt (RU) Urine,rando L550LF(1) D5511053 325.17 28,480
2070 (E&)Cobalt (W/B) EDTA L550LF(1) D5511053 325.17 28,480
2071 (§&)Copper (5) Serum(B& L550LF(1) D5511073 325.17 28,480
2072 (E#&)Creatinine Serum £2287t D2280003 18.22 1,600
2073 (EH)Creatinine (RU) Urine,rando +2287t D2280003 18.22 1,600
2074 (E4)Culture & 1.D (Stool) Stool 58104(2) D5854003 210.70 18,460
2075 (E&)delta-ALA (RU) Urine,rando +532CH4) D5349A1C 571.84 50,090
2076 (£ Z)Differential count 1 EDTA W/B L-001C} D0013003 24.87 2,180
2077 (£ Z)Differential count 2 EDTA W/B L-001C} D0013003 24.87 2,180
2078 (E2&)eGFR (IDMS-MDRD) Serum 2287t D2280003 18.22 1,600
2079 (E&)Ferritin Serum L052LF D0522013 103.21 9,040
2080 (E&)Free T4 Serum 323 D3230053 121.62 10,650
2081 (E2&)Glucose (NaF) Plasma(NaF) F302LF D3022003 14.42 1,260
2082 (E&)Glucose (S) Serum F302LF D3022003 14.42 1,260
2083 (EZ)HAV 1gG Serum 7017t D7011013 169.62 14,860
2084 (EZ)HAV IgM Serum 7017t D7011023 169.62 14,860
2085 (EZ)HBe Ab Serum 701 D7024003 189.40 16,590
2086 (§%)HBe Ag Serum L7014} D7022003 187.53 16,430
2087 (EZ)HBs Ab 8t Serum L7001} D7002003 38.44 3,370
2088 (EZ)HBs Ab Y Serum F7018} D7018003 142.81 12,510
2089 (§Z)HBs Ag &t Serum L7007¢ D7001003 29.38 2,570
2090 (EZ)HBs Ag B Serum L701CH(T) D7015003 134.04 11,740
2091 (EAHCT EDTA W/B L000L} D0002043 11.31 990




20219 HE AC 9 KIHEINMSE 352/2% HE7h
NO. NG EL ANER
=Rz Hy3c 7K " 5 A7t

2092 (E&)HCV Ab Serum L7010} D7026003 166.09 14,550
2093 (§4)HDL cholesterol Serum 261CK(1) D2613003 69.37 6,080
2094 (5 #&)Hemoglobin EDTA W/B 000L} D0002053 11.31 990
2095 (£ @)Hippuric acid Urine,rando 540CF(2) D5423043 254.59 22,300
2096 (E&)HIV Ag/Ab Serum L7214t D7212003 119.35 10,460
2097 (54)IgE total Serum 743 D7430003 158.75 13,910
2098 (E4)Insulin Serum 305 D3050023 125.74 11,010
2099 (£ 4)Iron Serum 0527} D0521033 27.85 2,440
2100 (5 4)LDH Serum 2517} D2510053 30.77 2,700
2101 (E4)LDL cholesterol Serum F2612} D2614003 69.63 6,100
2102 (§4)Lead (EDTA W/B) EDTA W/B 550LF(1) D5511153 325.17 28,480
2103 (§4)Lead (Heparin W/B) Heparin W/B 550LF(1) D5511153 325.17 28,480
2104 (E4)Lead (RU) Urine,rando 550LF(1) D5511153 325.17 28,480
2105 (§4)Lead (W/B) EDTA 550LF(1) D5511153 325.17 28,480
2106 (EA)LH Serum 370Lt D3702033 120.66 10,570
2107 (EZ4)MA & PGA Urine,rando +540CH2) D5423063 254.59 22,300
2108 (§4)Manganese (EDTA W/B) EDTA W/B 550L(1) D5511133 325.17 28,480
2109 (§4)Manganese (Heparin W/B) Heparin W/B L550L(1) D5511133 325.17 28,480
2110 (§#&)Manganese (W/B) EDTA L550LF(1) D5511133 325.17 28,480
2111 (5 ¢)Mercury (EDTA W/B) EDTA W/B L550LF(1) D5511103 325.17 28,480
2112 (§#&)Mercury (Heparin W/B) Heparin W/B 550LF(1) D5511103 325.17 28,480
2113 (5 &)Mercury (RU) Urine,rando L550LF(1) D5511103 325.17 28,480
2114 (5 #&)Mercury (W/B) EDTA L550LF(1) D5511103 325.17 28,480
2115 (E4)Met Hb EDTA W/B 530 D5300013 46.83 4,100
2116 (E&)Methanol Urine,rando 532CH_2) D5343473 311.40 27,280
2117 (5 &)Methylethylketone Urine,rando 540CH_2) D5423073 254.59 22,300
2118 (5 &)Methylhippuric acid Urine,rando =540CH?2) D5423083 254.59 22,300
2119 (5§ &)Methylisobutylketone(MIBK) Urine,rando 540CH_2) D5423093 254.59 22,300
2120 (E#)Microalbumin(RU) Urine,rando =300Lt D3002003 193.53 16,950
2121 (£ &)Microscopic (RU) Urine,rando £2207t D2201013 13.98 1,220
2122 (EZ)N-GY (RU) Urine,rando Lt5627tH2)F C5627008 144.05 12,620
2123 (EZ)N-GY (Sputum) Sputum Lt5627H(2) C5622008 138.30 12,120
2124 (£ &)Nickel (RU) Urine,rando L550LF(1) D5511143 325.17 28,480
2125 (5 &)N-Methylformamide Urine,rando =540CH?2) D5423113 254.59 22,300
2126 (E4)0-Cresol Urine,rando L+540CH_2) D5423123 254.59 22,300
2127 (§4)P.B Cell Morphology EDTA W/B 051 D051000C 111.94 9,810
2128 (E4)Phenol Urine,rando =540CH_2) D5423143 254.59 22,300
2129 (§&)Phosphorus (Pi) Serum =280 D2800043 17.95 1,570
2130 (EZ)Platelet EDTA W/B L0001} D0002073 11.31 990
2131 (E4&)Protein,total Serum F1847t D1840003 14.69 1,290
2132 (E4&)Protein,total (RU) Urine,rando F1847t D1840003 14.69 1,290
2133 (E4)PSA Serum 430 D4300033 148.93 13,050
2134 (E4)RBC EDTA W/B 000} D0002033 11.31 990
2135 (§&)Reticulocyte count EDTA W/B 050Lt D0502013 18.55 1,620
2136 (E8)r-GTP Serum 1897} D1890003 37.49 3,280
2137 (EZ)RPR Serum 691Ct D6913003 20.75 1,820
2138 (E@)t,t-muconic acid Urine,rando =540CH?2) D5423103 254.59 22,300
2139 (EA)TIBC Serum L0527} D0521043 27.85 2,440
2140 (§&)Triglyceride Serum +260Ct D2263003 40.90 3,580
2141 (EA)TSH Serum 325 D3250013 169.07 14,810
2142 (EZ)UIBC Serum L0527} D0521013 27.85 2,440
2143 (§&)Urinalysis 10% Urine,rando +225Ct D2253003 21.32 1,870
2144 (E4)WBC EDTA W/B L000L} D0002013 11.31 990
2145 | (§2&)Zn protoporphyrin Heparin W/B 0527t D0521023 27.85 2,440
2146 | (52&)Zn protoporphyrin EDTA W/B 0527t D0521023 27.85 2,440
2147 (§2)B2-microglobulin (RIA) Serum F423F D4231007 147.64 12,930
2148 | (S4)etE30lEHS(TCE) Urine,rando L540CH?2) D5423163 254.59 22,300
2149 | (S&)etEa=L (TCA) Urine,rando L540CH?2) D5423183 254.59 22,300
2150 | (EZ)AASIEA(TCA)_1,1,1 TCE Urine,rando L540LCH?2) D5423183 254.59 22,300




—
—

—
—

oY | oY | oY

opt| o> | o=
0> 0Q|oR

dm| Jm | Jm

—

20218 EY AE 9 FIHEIMNSE 353/2% HE7h
2RYS HEIac 1Y P ONESES HAME=7L
540CH?2) D5423183 254.59 22,300
540CH?2) D5423183 254.59 22,300
540CH?2) D5423173 254.59 22,300
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